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#5£ 1 1-372826 
#m 1-4(^1**1;^ i m^m&MMo 

^ 1 ~4 ©V^*l7^ 1 ^ICia^CDUHJ^o 

^^^■;i/X;V7^=3pi/ K (DMSO) frib&2>mfrt>m&nz>'j>&< n& l SIC 
5H^, if # ^ > £ i OMg^H^ £ £ 6 £ jg «4x £ 4? & < 1 ST? & £ 
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# ¥ 1 1 — 372826 

[S^14] *>f h*>T>««Jfil/h«fi*i©«tH^ (PDGF) Ifjfc^U 
1 1 3fB*©*Hlfi- 

[ft#£l 5] PDGFtffB#I##3 tfctt 5 7?^3 4x«r 5 SWtWffl £^1" ePD 
GFT'fee, ft 1 4 Sa«©MflSo 

[»#517] tf#^>#l^y>f >^"£fee, 1 3|H«© 

[ft#£l 8] JE^H^tf, Nkx2.5/Csx, GATA4, MEF-2A, MEF-2B, MEF-2C, M 
EF-2D, dHAND, eHAND, TEF-1, TEF-3fe«fctfTEF-5^e>3&S^e>38tf*l, frogt 
jfg^g^£|g^£i±er ^fc^^-re, IMl 1 * fcli 1 3 IHf£<Z)ffli&. 

[If^l 9] Nkx2.5/Csx*«SB^I##9T?^3 4xSr^ yKBB^I«:^^*SNkx2 

.5/CsxT*fee, ff^l 8fa«©*ffl^o 

[««C2 0] GATA4#I2#I#-^ 1 1 -e^StlST ^ ^BftBB^JSr^-tSGATA^ 
fee, lf#^l 8fB«£>iiMo 

[ft ##2 1 ] MEF-2A#K#J## 1 3 T**£*ieT ^ 7SJIB?»IS:^^*SMEF-2A 

-efee, 8fB««>ifflflao 

[If ##2 2] MEF-2B^»J##1 5 tlS T 5 7 MftfB#l *M "T eMEF-2B 

T'fee, If^Ml 8fB«(£>«^o 
[ft#£ 2 3 ] MEF-2C#K#I## 1 7 T^StlS T ^ y mSB#I £ « 1^ e MEF-2C 

-£fee, lf#^l 8fB*tf)iM= 
[If ^2 4] MEF-2D£WJ## 1 9 T?^3*lS ^ MB#l&^"r5MEF-2D 

T'fee, 8fB*©iWII&. 
[If #Jg2 5] dHAND#fE#f## 2 1 fte T 5 / KSBfllfc*-* edHANDT* 

fee, H^^l 8fB«^Mo 
[H#^2 6] eHAND#ffi#l#-£ 2 3T?^S*lST5 ^ BftfflflJfc^'t SeHANDT* 

fee, 8ia«^*HJ5So 

[St #^2 7] TEF-l#WJ#-*§-2 5T?^3;ft*7S 7 BftfBflJ & ^ S TEF-1T? 
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i 1 — 372826 

[|ff#^2 8] TEF-3*WJ##2 7T*m.ZftZ>T$ 7lftBB^IS:^"tSTEF-3T? 
8fH«<7)^J^o 

[ff^2 9] TEF-5#IB#I## 2 9 *1§T^ ^ IftK^J&^l - STEF-5T? 

[ft#^3 0] FGF-2JCJ; y ^iS5©^bA^<WS4xSlt*^ 1 iH«©iWl!S. 
[fS#3®3 1] FGF-2£WJ## 7 *fctt8|B«©y^ gftBBEJ & S FGF-2 

y& &Tfi?*mxfr7**i/ F (DMSO) #£fcSffl^e>atf*xS4>fc< fcfc i 
f [ft^S3 7] J|&^©^|»^©pg^c33V^TiC^iaf<Z)^fl:^C^»<H : ?•S:MV^Si 

[»#3S3 9] -9->r s*>f ik^mm^mmm^ (pdgf) t*&&, 
3 6 £ 3 8ffi«(7)#tsa*©iBfla^e>v&)S5S:^ , rs^. 

[»#3g4 0] PDGF#IB?rj## 3 *^te5fH«cCDT^ y gfcBB#n?*3*l*PDGF 
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#3* 1 1—372826 

[SN*3®4 3] K^IS^^> Nkx2.5/Csx, GATA4, MEF-2A, MEF-2B, MEF-2C, M 
EF-2D. dHAND, eHAND, TEF-1, TEF-3£ J: t>*TEF-5fr h & ^Mlttl^'Pte < 

[iM4 4] Nkx2.5/Csx#, BB#J## 9 tlS 7 S 7 BftK^JSr^-rSNk 

x2.5/CsxT?&5, fjt^4 3fa*©#Mfi^©^HJ^^^M$:^^-r^^^o 
[S*S4 5] GATA4#, BiI#I## 1 1 tlS T ^ J W^SM^M^ &GATA4 

[ff#*4 6] MEF-2A#, BB#J## 1 3 *l& 7 X J WMM £MEF- 

2AT?&S, 11*^4 3|B«©#«a3fc<Z)j(iJ^*^^'&^"ra^r«S. 
[ff*3g4 7] MEF-2B#, BJ#J#-Jt 1 5 5 ;iS?9?:ttSME 

f-2bt»»s, ff*^4 3ga*©#tift*©iiiiia^e>vt>iss:^-rs^. 

[»#^4 8] MEF-2C#\ BB#I##1 7T*^tlST^ y^BH^J5:^-r^MEF- 
2C7?&6, »#3®4 3fH«©#Mft^<7)m^^>M$:^i-^*^ 0 

[ff^4 9] MEF-2D#, IB^I## 1 9 T'^S tl* 7 ^ ^ »ffl#J -5MEF- 
2DT?&5, ff#£4 3fB«©#iifi^©IWJ^^^>i>^&^^^^^^= 

[ft 3^5 0] dHANDtf, B3#J##2 n?^S*l&73 /BftBB#IS:^'*"5<»HAND 

•e&s, at##4 3ffi*©#iia3R©iiiiflaA^e>^fifS:^fiR , rs*«s- 

Clf#^5 1] eHANDtf, ffi^J## 2 3 T*m& #lS 7 ^ ^ WW^^M^ £eHAND 
[ff#£5 2] TEF-1#, BB^rj##2 5 7?*3tlSr^ y|ftSB?!IS:^"tSTEF-l 
C»#3®5 3] TEF-3#, S^J##2 7T?^S*lS7^ yKBB^J&^-rSTEF-3 
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#^ 1 1-372826 

[ft#£5 4] tef-5^, m?m^2 9-vmtznz>T^ JWtmmzm-tzTw-s 

1f2/^*;>feJ:Uf^^^^^^7*^2/K (DMSO) e>fcSl¥fr £3B«*lS^fc 

[»#3S6 2] -tf-r h#-f >5^jfii/h«s**i5iiH^ (pdgf) -e&s, ft^s 

9 * 6 1 Um<D'bti5J&f&fflo 

[fl#£ 6 3 ] PDGF#H!#I## 3 * fz.it 5 SH^cDT ^ / ft 

[ff#«6 6] m3f®3-tf> Nkx2.5/Csx, GATA4, MEF-2A, MEF-2B, MEF-2C, M 
EF-2D, dHAND, eHAND, TEF-1, TEF-3£ & t>*TEF-5fr ^ & ^^l^tl^>, ff# 
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4f i£ 11 — 372826 

m 5 9 * fcH: 6 1 fH«©>M^Mc 
[3f#3£6 7] Nkx2.5/Csx#, BB^rj## 9 |S«© 7 ^ 7 BftRtflfe^S *l£Nkx2 
.5/CsxT'&£. H#^6 6|B*©^^Sf. 

6 8 ] GATA4#, RJ#1## 1 1 IH*CDT 5 7 gftfg^jTf^S tlSGATA4"e 
H*^6 6fa«04>«?J&M o 

[ft 6 9 ] MEF-2A#, gB#l#-«f 1 3 ia*£<E>7 ^ 7 fifcSB#n?^2*l£MEF-2A 

[ff#«7 0] MEF-2B#, BH^1J#-^ 1 5fa«(7)T^ ^ M^JT-*$tVSMEF-2B 
[ft 3fc« 7 1 ] MEF-2C#\ WJ## 1 V fB«<Z>7 ^ J gftBB^J^^S 4XSMEF-2C 

7 2 ] MEF-2D#, H!?U## 1 9 ta«tf>7 5 / &IB#lT?3S3 *l£MEF-2D 

[3t#£ 7 3 ] dHANDtf, I2#J## 2 1 §B«CD7^ 7 ^I2?'JT**3 dHANDT? 
S>S, »*^6 6fa«tf>>i>«M&Mo 
[fflN^ 7 4 ] eHANDtf, U^J## 2 3 fa«tf>7 ^ 7 fifcBB#fT?^3 *l*eHANDT? 

6 6 ffi*0>'&l8fJ£fR3RI. 
[Kf#3g7 5] TEF-ltf, ffi^tJ#-^2 5|H*<Z>T^ yaftSB^*3tlSTEF-l-e 

if 3^ 6 6 ia*©>M^M 0 

mim. 7 6 ] TEF-3#, SB^J## 2 7 i3«CD7 ^ y WmWZ&Z *l£TEF-3T* 

[§M7 7] TEF-5#, BB^!I##2 9 8B*or^ yaftBB^9T^S4lSTEF-5T? 

ft#^ 6 6 ta«<Z)M^M 0 

[f^7 8] |f#^l~6©v^i*4^^l^^c8a«OillIllSS:ffiv^Sii:S:^« 
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#31 1 1-372826 

[if #^8 2] ^^l~6©v^•r4^^l«^cfH«(5DM$:ffiv^§r^5:^ 

a 

[M&?M 8 4 ] 3f 1 ~ 6 (D VA-Tti^ l ^lcta«tf);ffl«M ^ h 

[If #^8 5] M^^l~6(DV^•rtl^l^^cfH«OTm$:Mv^§^^l$:#M 

[ff:£«8 6 3 ffsft^l ~6tf)V^*ifr 1 ^tcfail©iiM£Mv^3££4#$t 

[ff^«8 7 3 ft^l~6cDV^■r^l^l^^cfa*cD«$:Mv^^^i:$:#M 

[fN^8 8 3 »#^i~6©VN-rti^i^{cia«comtc-rn^^--fe^l§ 

[ft^«8 9 3 -ra*^-i£#. SB3«#3 lta^T^^ti^T^ 7OT^'J£ 
^■reT-n^^-ifT$>§lt#^8 8fB<S<£>#i£ 0 

~ 6 ©v^tifr l ^tcta«©MfiS$:^^j^i: IT^ftSMijli. 
Cft^«9l3 ^n*^-if*K IB?'J#^3 1 mmT*m2ft£T ^ 

[ft^«9 23 M^i-e^vN-rn^i^icfa^com^-^Ayfc^*^^,. 
[ft^«9 3 3 ft#^9 ocDig^iim fcisv^r £itmu£.-tz>> m&mio) 
mm & k ^Mbft^-r £ 
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i 1 — 372826 

[0 0 0 1] 

*nmit* fotisj&f&mzm-t&'wmM&to&M. rasa, iHmmmizm 
*&tg £ ^ § #m#wbs & m v % tc &m&mmB <z> mmm m -r z = 

[0 0 0 2] 

[t»<Z>t£ffi] 

iit;fr<Z>ff3&, fiL*gW8&MK ftffi • 3*ft*?f©e$S, fUM^lc iSjfii 

[0 0 0 3] 
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11—372826 

m^)v=ty<D^u^~^-izs\AQ(D large mm*m&i&Z-X ftmi, £ h ^ 

[Science 239; 1029-1038(1988)] „ b^b&^P,, ^flJS&W: in vivolC^tt-f £ £ 

e> r^^(D% ^m^nmm^r^t^^r (Dismiss x^^ a 

[0 0 0 4] 

tit "etc, V^^CDj^^SM^-efe-g> P 1 9 00T^CO^M«^^tlTVNS% 
(D(D [Cell Struc.&Func, 21:101-110,(1996)], MT^f&^jMte^ £ 

[0 0 0 5] 

[Nature Biotechnology, 17, 139-142 (1999)] „ 
[0 0 0 6] 

TV>£ [Science, 264,98-101, (1994)] „ b;frb&#^ i©#&T?:**©ii>l&1{r 
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11—372826 

[0 0 0 7] 

Bio v a 101IS^fl:*#'Tf**-fc* 5 *^** l,rv '* t Science ' 284,143-147( 
1999); Science, 284,1168-1170(1999)] . *3!L V**ja#©#M# 

vestigation, 103, 10-18(1999)] „ «b#§l?£ b X , in 

m^^H^^^^bTBTtglC^eril^^bTVN^ [J. Clinical Investi 
gation, 103;591-592.(1999)]„ 

fc[J. Clinical Investigation, 103:591-592 (1999)] „ 
[0 0 0 8] 

m^^mmm^v^±^mm^mm^m^nx^^ a *-x. itmmm 

[0 0 0 9] 

GFP(Green Fluorescent Protein) fclg^-rS P h 
M^^M^^MbSIS-e^-5#^bte(Purulipotent)$:^ofe^MT'&^>ri: 
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ft 5£ 11-372826 

5 -y+p DMSO (Dimethyl sulfoxide) & ¥<Dl&>(D>f J ADN 

AflDfltt^^MfcM^lft-^tC^oT*, ifcaPW (stochastic) tC^jffi, BtMfl&fc 

(stochastic) &3Mfc#> *§|^#^-9->f «^H*©3&fBI3&3i 

fc £ ic «fc y ^Bf. BiKMifc <fc tMf-tetfittHIiB^^Mfc® & t«-e f* * ^ t * 

l-transl/^>f * fete? * ??->T*n- h LfeigiimT'ig 

[0 0 10] 

-r&t>*>. *«wtt«r© (i) ~ (93) srs^rsfco-efes. • 

(3) #«3^e>#Jlt^4x> j^o>OjS<Z)»tc^fc;^#StiS^IKftlHlf&. 

(5) #«^e»#*Sti, ^o^^JBHflS&^i-SlB** 5 ^^^, ±fB (1 
) ~ (4) <D\ f ^-?tlfrlT£fcmi&<DMB. 

(6) #«3^e>#«S*i> ^oM^trM?:^-rslg^5:^i-^> ±3B (1 
) ~ (4) <z>v>f*i** 1 ^c!B«tf>jfffijaa= 

mtizm-tz. ±ss (i) sh^^hhsSc 

K (DMSO) fre>&£S¥fr£S8fc£*i$4>fc< i HtcfcSt*©^ 
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1 1—372826 
2bZ>z.£1tW®Lt.-tZ>^ ±M (7) mMOMMo 

3^-if-??&£> ±ib (8) mn<nmm 0 

SiilE (1) IB«©IHflS 0 
[0 0 1 1 ] 

(id m%<n<bmft£nm'zmmLx^z>®^tfvj h#-f >, s^shk 

# ^ > £ J: t>l£^H^ & £ £ tfn £ < £ & 1 «T* & £ ^ £ £ # 
mftZ>* -bfH (10) fH«©HHM 0 

(12) m%<Dfomm£&ffii^&^xjbM<Dftitiz.m< h^sc £ y^ia?©^ 

*«(E5iSti-5±ia (1) IH*©«HIIB. 

(13) ll&^<Z)^l»^©l©Cfev^T^^»©^bK:|^<H : ?•A ^ ■l^>r h*-f 

±32(12) mmomm. 

(14) hXJ 2/tfifiL/!>fiim&1%1&m* (PDGF) T'feS, _tfS ( 1 1 ) * 
fcl± (13) |B*<Z>*Kii&. 

(15) PDGF7!)WJ## 3 3: & 5 T?^ 3 iX & 7 5 BftBB^J £ ^ £ PDGFt? & 
-5, ±fB (14) fB*&©Mo 

(16) iiW7>fyn^?f>-!?fes, ±|B (1 1) *fcl± (1 3) IE 

m<omm. 

(17) tf*^>#u^y ±IE (1 1) £f~& (1 3) |B*© 

(18) Ifi^B^tf, Nkx2.5/Csx, GATA4, MEF-2A, MEF-2B, MEF-2C, MEF-2D 
, dHAND, eHAND, TEF-l, TEF-3& J: tfTEF-5fr £ & £>3Bfc£*l, )fro^if£^ 
H : f-S:»3SS-frS*i:S:#«lt^t-S, _blB ( l 1 ) * fctt ( 1 3 ) |B*<Z>ffil@. 

(1 9) Nkx2.5/Csx#ffl#I#-&9 7**3*157 ^ y ^IB^J Sr^lT £Nkx2.5/Csx 
T*&£> JlfB (1 8) iaiffl«R 

(2 0) GATA4#SB#f## 1 1 T?*3*l€>7S v'iftfii#J : £:^ , rSGATA4"e&S, 

±fE (is) mmomm. 
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1 1-372826 

[0 0 12] 

(2 1) MEF-2A#BB#J#-S- 1 S> J WM^M^ £MEF-2A-e&£ 

, ±IE ( 1 8 ) ia«©iH^ 0 

(22) MEF-2B2>WJ## 1 5X*m2tlZ>T $ J ^U?(J £ iT 3 MEF-2BT? & Z> 
, ±IS ( 1 8 ) |B*fflilo 

(2 3) MEF-2C#fE?!f#-5f 1 7T^$HS7^ 7 ^fe^I^I" 5MEF-2Ce&£ 
, JlIB (18) IfiiffliJIo 

(2 4) MEF-2D#fB#!#-if 1 9 tl<5 T ^ 7 ^SH^'J fc^f £MEF-2DT*&£ 

, _tfH (18) iaitDii. 

(2 5) dHAND^SB^-^2 lT^tl^T^ 7 M^J^^-r^dHANDl:^^, 

±ta ( 1 8 ) mmnrnffi, 

(2 6) eHAND^BH^'J#-^ 2 3 T ^ *l£ 7 ^ 7 ^U?'J £^-T £eHAND-e& 
±SH (18) fB*(Z)M 0 

(2 7) TEF-l^BB^JS-^2 5T^$n^T^ y^IH^JSr^i-^TEF-lT^S, 
_tfB (18) fH«©« 0 

(2 8) TEF-3^SB^J## 2 7 T'^$ T ^ J WMW £^ £TEF-3"£& £ , 

±IB ( 1 8 ) fa«©«„ 

(2 9) TEF-5^SB^I## 2 QUmZtlZT^ J WM^M^ 3TEF-5T*&£, 

±ta ( 1 8 ) ie«(7)ajgo 

(3 0) FGF-2JCJ: 'JM©^b^fflI0J$tl^±fa (1) fB*<Z>« 0 
[0013] 

(31) FGF-2^®H^J## 7 £ tc \% 8 fB«<D 7 J mWlPl & M "T £ FGF-2T* & £ 
, _hta ( 3 0) fE«<Z)^o 
(3 2) ^^DNACDB^^^^-fbM^fflVAT, #Mfi^©#fflJ^ £4>j^£0f£ 

(3 3) ^^DNA^g^^^;!/^^!^, t 1 ^^^-^ 5 -7if^^>£J: 

O^*^*;^:*:^:/ K (dmso) ;frk&£g^e>3gk£ft£'i>&< 1 It-fe 

zztzmnttz* -tia (32) fa«tf)#&„ 
(3 4) ^*^--t?#, ifa*g<Dr^ jmunxm.^ n^T'^^'y 
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11-372826 

±m (33) mmonmo 

±IH (3 5) fH«©#Ma*^K5flS*^^5:^t-^^^o 
(3 7) il&^©i&lii^®|«K:fev^T^)B©^'fb^c«<H : ?■S:Mv^sri:^:^ 

(3 8) ^©iC^K^^apg^cfev^TiC^ja^©^^:^c«< a^tf-tr -r h#-r 

_hiS (3 7) ia«©^«tfi3fe©IHJ!S*^^IS5S:^'r&*' 
(3 9) h#>f >2>\ Jfil/jN«fi3fcm5iiH^ (PDGF) -CfeS, ±IB (3 6) 

(40) PDGF#BJ#J## 3 * 5 fB«<7> T ^ 7 BftlB^JT?^ S 4x « PDGFT? & & 

, ±ia (39) mM&itM&&<Dmmfrbfoi®&m-m-tz>j3&° 

[0014] 

(4 1) ifW7^ya^^f>t'fe$, ±13 (3 6) (38) gS 

(4 2) fcT*3 yffl/^J >f >BftTf&«, -fcffi (3 6) (3 8) gB«© 

(4 3) fg^H^tf, Nkx2.5/Csx N GATA4, MEF-2A, MEF-2B, MEF-2C, MEF-2D 
, dHAND, eHAND, TEF-1, TEF-3S «fc tfTEF-5# ^ & P>m&tl&'P%i < £. % 

liT'$)l)ii:5:Mt5, ±3H (3 6) (3 8) 3B«®#fg&$(Z)iMll!B 

(4 4) Nkx2.5/Csx#, SH#J«# 9 ft 5 7 ^ / ^B2?'J £^-f £Nkx2.5/C 

(4 5) GATA4#, BB^J## 1 1 T?*3ftS 7 S 7 1&13^J£^5GATA4'T?S>£ 

, _tfE (4 3) mm<D&mm&<DMMfrb>bn*fef&-tz>iimo 
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11-372826 

(46) MEF-2A7b\ SB^J#^ I 3 X*m2tlZ>y $ J ®EIE?'J £ M 1" £ MEF-2AT' & 
-5, ±IB (4 3) |Bi©fifi*(Z)»?)/&i?:Mt5m 

(4 7) MEF-2Bft\ IE?!J## 1 5 Xm.2 tl* T ^ J WMM £MEF-2BT*& 
±IB (4 3) |B«co#«a*©jfflifi*^^ffiS:^fiR"tS^Sj. 

(4 8) MEF-2C#, fB#[#"fl 7 7?^$flS7^ y iftBB^J&^^*MEF-2CT?fe 
S, ±fB (4 3) fa«CD#|ia^<Z)|iia^^M$:^-1-^^^o 

(49) MEF-2D#, @B#I## 19T?^3*l£7^y 6&£B£| & W ~t Z> MEF-2D"£ & 
-LIB (4 3) |3«©#tifi*©jffllia^e)^jBfS:^'rs*&. 

(50) dHANDtf, mWtt 2 1 T*^! £ *l £ 7 ^ ^SB^II & M "f £ dHANDT? & £ 
, ±SB (4 3) la*©^**©*!^^^^?:^^^*^ 

[0 0 15] 

(51) eHANDtf, @B^lI## 2 3 7; $ ft £ 7 ^ WtUn * M "T £ eHANDT? & £ 
, ±SB (4 3) mM<DltMm&<DMffifrbfo1&Zmf%?&Jj&° 

(5 2) TEF-lrfK SB^J##2 5T?^3*lS7 3 ygftSB^fSr^'TSTEF-nf 
, ±13 (4 3) |B*©#tia*©j|«iia^e>^«KS:^'tS^. 
(53) TEF-3#*, g2?U## 2 7 3 *l 5 7 3 ^ Wmm £ ^ ^ & TEF-3T* & § 

, ±ib (43) iB*©#«a*©iMiiia^e>^'fe^ , rs^o 

(5 4) TEF-5#, SB^J##2 9-e^3*lSr^ y|ftBB^JS:^ , rSTEF-5"t?&S 
, ±fB (4 3) |3«(7)#Ma*©aJ3S^^^$:^mt-^^ 0 
(5 5) Sfe&#DNAffiU^;Wfcffl&^S&/£#fc bT^tSIi:§:^i:t§ 

(5 6) m&ifcwmt^MkMtfTtT^-iiT 1 *^^---*?. 5 -T 

±12 (5 5) (Z)>M^Mo 

-i?t?&s, ±sa (5 6) mmo'bffiBf&m* 
(59) Jte^©^»»^^!g^K^?^l3SLTv^«H^*«^^■>f h#>f smsf®^. 
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a^-r*, ±ib (5 8) mm<D'bmj&&M. 
3 1. £ &m n ir a ^ii^l= 

[0 0 16] 

?H-fSt»i«^i:l/ttft z>z.£.*m%k}i'fZ>* JtfH (6 0) fa*£tf>;M7£ 

(6 2) ^>fhA>f>M/hSaMH? (PDGF) ±13 (5 9) $. 

rdt (6i) ia«©M^M 0 

(6 3) PDGF^K^J##3 *fctt5|HlS©r^ 7lftBB^JT?^3*lS. ±13(6 

2) ta«©M^^j 0 

(6 4) g^B^j-tf^-f :/n*?^ ±S3 (5 9) (6i) ta 

(6 5) tf*s>#i^y>f >iftT?&s, -bsa (5 9) (6 i) aa«© 

(6 6) fi^i-f ^, Nkx2.5/Csx, GATA4, MEF-2A. MEF-2B, MEF-2C, MEF-2D 
, dHAND v eHAND, TEF-1, TEF-3& J: tKTEF-5^ <b & Zffifr e>38«*lS, ±13 (5 
9) (61) f3«©^^Mo 

(6 7) Nkx2.5/Csx#, @H^J#"^ 9 IB*© 7 ^ J KBB^JT^S *l£Nkx2.5/Csx 
Tf&S, ±13 (6 6) S3*<A>frjlTO«Io 

(68) GATA4#, IB#[## 1 1 §3*tf)T ^ </ MB#|T?^S *l5GATA4T*S> £k 
±13 (66) mmO'bffil&f&M* 

(6 9) MEF-2Atf, SB?[|## 1 3fa«©T^ ^ SftBB^J*e*S *l 5 MEF-2AT? & 5 

, ±ta (66) mn<Dfomte&ffl. 

(7 0) MEF-2B#, g2#!#^ 1 5f3«CA7^ 7^@B^T^3ft£MEF-2BT*&£ 

, ±13 (66) gB«©^JB»gj£3!I. 
[0 0 17] 

(7 1) MEF-2C#, |B^J#-^1 7gB«<Z)T5 ^BHB^J-e*Stl*MEF-2CT?»S 
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. ±ta (66) mmnfoffi&f&fflo 

(72) MEF-2D#\ SS^'J#-^ 1 9 IH«tf> iftffi^J*l?^S tl-SMEF-2D"e*> S 
, ±fE (66) 3B«©'&8?J£J*30. 

(73) dHANDtf, fB#f## 2 1 IB*© T * J WMM~£^i. £ tl S dHANDT? & -5 , 
±12 (66) fH«©^^0^Mo 

(74) eHANDtf, @B?'J## 2 3 |B«© 7 ^ ^ KIB^IT?* S *l £ eHANDT? & £ , 
±fS (66) S2«®'&IS7£ffc3'J. 

(7 5) TEF-1#\ SB?'J##2 5gS«C7)T^ ygftffi^j7?*S4xSTEF-n?&S, 
±SB (66) fB«<A'i>M^Mo 
(7 6) TEF-3#, IB^J#-^2 7fa*©T^ 7 MftBB^I"e^S *1&TEF-3T?&S, 

±fH (66) umv>foi&T&®M» 

(7 7) TEF-5tf, ®J#I##2 9|B«©T^ >> $ElB?!lT**£*l£TEF-5T?3!>£> 
±IB (66) VMtoXMfclSM* 

(7 8) ±§a (i) ~ (6) <D^?nfr im^mM<DM^itH^ w& 

(7 9) ±fS (1) ~ (6) <D^?nfrl&<DmM&G&l&ftZ.'* 

(8 0) ^Koft^tt^^m^^^MM^tc^f-rSHF^ate^^A 
£*i£±fB (1) ~ (6) ©v^tifr l^Jc3B«©iWa&&Mvx*rfcS:4#« hi- 
fi, ^^*^^BT'©^M»^C^t-fi^ii[«^^^^#M^tc^ 

[0 0 18] 

(so ^loft^fti^ft-eo^i^t^tssf^iae^^iA 

$nfe±fS (1) ~ (6) CD ^"fti^ 1 ^lC|E<£tf)HJi&?:^!$&f!£^£ L-Tlir^ 
(8 2) ±IH (1) ~ (6) ©v^ftfr l££3B*0iWIIfi£Bv^;i fc-£4#« 
(8 3) ±ffi (8 2) fB«CD#&T*m#£n£mtt?:ffiVN£r H^W^^tS 
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(8 4) ±m (i) ~ (6) <D^?nfrimzmm<Dmmzm^z>z.£its&fflL 
(8 5) _hiH (i) ~ (6) (D^tofri&KLmm&mm&m^&zii&ftm. 

(8 6) ±m (l) ~ (6) ©v^4xfri^cfE*gtf)smflg£fflv^ £ 

(8 7) _tiH (i) ~ (6) (D^rnfrimizmM&mMzm^&ztik&m 

(8 8) ±M (1) ~ (6) <D\^ftfrim^mm<DmM^"rU*^-l£1tft 

^n^^--e'T^^_hfa (8 8) mmo^m, 

(9 0) -r-D ^ :7 — if Z. ilfC J: ^5E-fbS*fc±3B (1) ~ ( 

[0 0 19] 

(9i) 9-n*^—€-t>\ se#j##3 lffia-e^snsr^ smmmzM-tz 

-rn*5r-if-e&S_hia (9 0) fH«©«^^o 

(92.) _hsa.(i) ~ (6) ©v^•r^l^l3®^caB«<7)»IllBS:■lr^e*#J:?t. 

(9 3) _LfB (9 0) tf)*g*_t?if£ffl^Sr ±fS (1) ©iffl 

[0 0 2 0] 
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[0 0 2 1 ] 

O^WC^#Stl-S^?S"e*>tl«#tC|S3tSn*sV^/>«, S.E.Haynesworth et a 
l.Bone, 13,81(1992)lCia«Stlfe*l5felCSt5#fT ? iil^tS. 
[0 0 2 2] 

un i t s (D /\ A U > & A ft 1 0 m 1 & M $ £ ggjgf h T * © # « ?R & 5* ^ K "» § I 

¥^»£fcfclO«l~20«l©#tt?K&ift5l'r£. #H»J$t £ 3t >J ft U 10# 
ra^EEMihJfe'rs. ^# 000 xga>3&fr#jBttc «fc U #«90&£ EUK 

Lfe^> PBS (Phosphate Buffered Saline)Tift#-f *Xf>y^ 

&2ISJfty*gLfclfc, ^#®M5:10%©FBS (Wf?ifa?f) &-£tf a -MEM ( a -mo 
dification of MEM), DMEM(Dulbecco' s modified MEM) & S Vt & I MDM ( I socove' s 
modified Dulbesso's medium)^©M5S^»ffl^iC##^$ *S 3 £ tC «fc *J # 

[0 0 2 3] 

^jfflJfi3&if&BS5* , r#tltf#tC|S^Stl«iV^, M.F.Pittenger et al. Science, 
284,143(1999) tC|B«S .073g/«l<7)percol 1 (CM 

jfbfe^, l,100XgT'30^KMyO^ilbT#®©«$:iaiK-r^r tC J: y frM 
tSIfc^TftS. Sk#fljWllS?RlC10XPBSS:SlI^.T9/10tC#3RLfcperco 
ll&H&ftflnTtTia^LfetfelC, 20,OOOXgT?30#ra3S4>#fltU SBItl. 075—1. 

060©® # & nuR-r s r i: T*m<bm&&m * m -r § -turn * m#-r -5 3 1 k j: 



ffiaiE4#2 003-3043330 



i 1-372826 

[0 0 2 4] 

GFP (Green Fluorescent Protein) &£<Z) Ustf — 9 — aUS^feffiV^S/^JOlz-fe 
;i/ • V-3f>?* (single cell marking) &fr^ i IC <fc »J SHU"*-* £ 

[0 0 2 5] 

^yffit". ^:Ji5l#lc#5lbTv^siafft&A'9-^T?-e#S^W-|»*Ufelfe, A)51# 
©WSBSr^M^^T-WWr^S. #<Z>ic3lCj££fca^fc1f>f X0>$fS: 2. 5 m 1 <Z> 
i&tfSJCgjilU 10%tf)FBS (^fflfilif) £ltfra-MEM, DMEM, V>ttIMDM4$ 

B?«ffl!l©WiSglc||L/^tfo &*f#£«<Z>i&*^£#Mft&c&At-£^£-£\ ftBBffi 

<d wfss^ l m £ *i s , #<d*i£ #mm & tr ^ y r- >r > ^ tc «t 
ftm n mm <d ism k £ »; , s&t&jrib % ^ -r £ itmrnm 

o 

[0 0 2 6] 

2. fomj&&n*m-t&ftmmi&<Dmmi3& 
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±isi ©sestet y^itbfc, foffiB&mzmirz'WffiMmztgm'? z>tc&>\zm 

fe, a -MEM( a -modification of MEM), DMEM(Dulbecco' s modified MEM)&5^ 
tiIMDM(Isocove' s modified Dulbesso' s medium)^©$flJ^ig#M^^& if^JB V^ 

[0 0 2 7] 

* f=. itmifKDfomn&mmK. & v ^ t ^j® ®^as jc« < h^- &c j: s 5Hbi§#, ( 3 

dnai^ * ^ ;i/ { b#J £ b t \z , dn a &c *f b r B# * ^ ; w b £ 5 ( £ j@ ^ -f f b ^ "e & ft 

V^fc fc«fcV\ 0 DNA0>ffit**-;WbSfli: ITtt, SSfiftDNAtfKBGpCfBflltft 

©S/ hS/>«S©^^;i/-fbS:#M»fCliS**'tS»3ll^*>S7 i ^^9-^ 5-7 if 
(J^T5-aza-C£B&-r) > DMSO (dimethyl sulfoxide) Jfe^tf&WT&ft 

i£ [Nature, 397, 579-583 (1999)] & Etf&if % DNACDflft* ^;Wb£U#L3liC 

<fcs^bSi^©^MSJ^TJc^-r 0 
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[0 0 2 8] 

3mmo 1 / 1 £ lOmmo 1 / 1 <D IZ & £ <fc o JC5-aza-C £ Jg*fc t«;(jtJ L, 24^ 

s; > > & HfoS U £ &c 2 ~ 3 jsraj&si?- SZi: -e^j^H?J3S & StfTT 5 d 4: # *c 

^$n^>M«^«2~3MKg^l±MMfii5m^^^^>S^ ig* 
[0 0 2 9] 

I&!fc©ifr»^£1H«*eSfc3i b X v^ s 0^ * ttJteJl Pile V^ "Oft 

Sfcco^MbtciKH^-h LTte, iJ->f h#>f>, tr#^>, SSSia^ IS^S^-ft 

[0 0 3 0] 

'JlttfttCtt, 10~40ng/ml©ifil/J^a^it5BH^- (J^T> PDGF£ ^IHI"^ . ) 
[0 0 3 1] 

[0 0 3 2] 
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[0 0 3 3] 

m^®f-thX\t, **/r^y ?M3£^H^Nkx2.5/Csx (BB#I##9 :7^7 
^SB#K SB^J#-^1 0 : i«SB#I) , GATA 7 T ^ U - iC^-f^Zinc fingerMIS 
^0^-GATA4 (BB#J##1 1 : 7 ^ y SfcgB^U SS#J## 1 2 : &S@B#I) , myocy 
te enhancer f actor-2(MEF-2) 7 r ^ V ~ tC«^ £ ifE^H^MEF-2A 1 
3:7^7 lft«I#U BB#J#-if 1 4 : iltSBB^I) > MEF-2B (ffl#J## 15:7^7 

kbb^j, k#j## 1 6 : iftsae^j) > mef-2c mzm^ n - r^j mun. m 

?m^l 8 : £MEF-2D (gB#J*# 1 9:7^ SB?>J## 2 0 

: &SIB#f) , basic helix loop hel ixSHg^B^ KM^t £dHAND (IB#f## 2 

i : r^jmmm. bb#j##2 2 : jsgiafli) ^hand cbb^j##2 3 : 7^ / 

5TEF-1 (gH^rj##2 5 : 7 ^ 7 MB#J> ffi#J## 2 6 : i&SSH?'J) , TEF-3 (SB 
#f##2 7 : 7^ yMB#U HB#I## 2 8 : lftgffl#J) ilTEF-5 (ffi#f#-£ 2 9 
: 7 ^ 7 3 0 : i&«@B#J) & if £ & Vf%> Z H T? £ £ . 

[0 0 3 4] 

iftl/fcB^te, IS^?:3- K-r<5DNA$:;i>^^tg$:Wi-^#^M |: f 1 ^ 
#Al, DNASr^S^Sittci-y^^^-fbSrSI^S-tirS-^^^SS. * 

^jB&3Mfc 

[0 0 3 5] 

^ IT -5 #H ffi #*HflB £ ^ffl? JC^MCSS* •* £ Z H T? £ S . 

4. &s»#fb B^rofftjfrfrss 
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[0 0 3 6] 
[0 0 3 7] 

#£L<&> >Ml*J&M(Endocar 
dial endothelial cell), # y >> 3 >0J3& (Cushion eel 1), 'fr 

[0 0 3 8] 

munol., 141(8) , 2797-800. (1988)] WiF AC S*£ [Int. Immunol., 275-83 

, (1998)], &fc\tfomj&f&m*m+&&nMmzftgkmtemtR*<D7a*-9 

[0 0 3 9] 
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mm^^m^itmm^^r=.mm. mm#<D'wmfr*>mmLf=.itmmm&v. %t 
±ttt&T*mM b t=.wmmmmm ±m&mmm & m -t & mm & m^m ic n 

[0 0 4 0] 

mm^^r^mmmit, itmmm^morm^^t-t^^t^^, ±m<Dmm 
zslatzm^ mmmmmm mmmm^mmm medical view 

,1 9 9 3) ICJ: Utf0lf§lSfi?:^bT^<^^l)S o #§f?#J$^p«^ 
a^^lc^CT^vCvffi^^, ^S^> ^ftM^^lC^^ti, Steffi 

%±izmmhx^ zmisiz.it. &A?zmM*mm$mizMmL&^»sm®itf& 
sax*. mm^m&mmmmm^m(PTCk)&z\^tit^mmmm^Eiz.^i)mm 
££#*e^r??s>&. mm^^nr^mmm^mmziz^x, &a 

•* Z> mm £ ^H^^i>MM© J: e» JC IESU f S r i: T? S * . # ^ -f^©#Aft 
miili'JffAtSSones^ (H&#?fiBftft3K& MEDICAL V 

IEW,1 9 9 3) &£VU£*ffil!frMJ: U #At* £Jundkins& (BISiJ&MIW^H^ffi 
H3RS&-1 > MEDICAL VIEW, 1 9 9 3 ) $r^JM"T & 3. £ = 

[0 0 4 1 ] 

6 . fo&m&m 

'*ftm<?>'bmi&ftfflte* ss^DNA(Ofltt^^MbS!i, fi&ie©^i««^M«"e^ 

m £ > 0 ft$§ # S it £ £ jfi X£ £ . 
[0 0 4 2] 
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^•fzfs^tC li, 10~40ng/ml ©PDGF& £ £ & if 5 £ £ § S = 
[0 0 4 3] 

jnt 7?^fflf ^« & ^ -t & itmmm * mm -r 5 z. n ic & y ^j®$Mt & 

[0 0 4 4] 

^H^LTl^ ^^^jK^^M«^H^Nkx2.5/Csx (@B#J#^9 : 7 ^ / 
MfcBB#U S!#I##1 0 : &SSB?'J) > GATA7 7 ^ U -{C«-rSZinc fingerM^ 
^S^GATA4 (fB#I##l 1:75 J WMm. 1 2 : ffiSBJ^J) , »y°cy 

te enhancer f actor-2 (MEF-2) 77 * 'J - tCjSli* £K^0^MEF-2A (fB^J#-^ 1 
3:757 BftKflJ, S2#J## 1 4 : ifiSffi^J) , MEF-2B (1B#J## 15:7^ 
lfeBE#U ffi^J## 1 6 : 1&mmW . MEF-2C 17 : 7 5 7 SfcBB#U IS 

£[$:■!§■ i 8 : &gffl#f) MEF-2D 1 9 : 7 5 7 Bft WJ> SH^J## 2 0 

: &SBi#I) > basic helix loop hel ixM«^H^lC«-r ^dHAND (U#J#-£ 2 

i : r^smm&u mtm^z 2 : m.mmw ^hand (k#i##2 3 : 75 j 

3TEF-1 (gg?[j##2 5 : 7 5 7 M?'J> @B?'J## 2 6 : i&SSB#I) , TEF-3 (SB 
?IJ## 2 7 : r^^SIS^ BB#I#"S2 8 : ifiSSB^J) il TEF-5 (SB^J## 2 9 

: 75 jmmvu m^m^s o : &sbb#d if s^ta^s*. 

[0 0 4 5] 
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( l ) Mfc* £ £: iT £ iCMK^^M 
it? © 19 S£ & o v n T j& ^ -5 o 

[0 0 4 6] 

# b a y ^ - *; y ymmcmA-tz>. 

[0 0 4 7] 

052.1*11 hW8iEiJ3fc<Z>HEK293|M, V^X$y&»J^NIH3T3&££MV^ 
[0 0 4 8] 

rt»j>r-*?y#'mi&-etiiite't&m&'Rz. ittt, u h n # 

# -(Z)^-^liHIV^W;^^fi*©gag^ PoU env, vpr, vpu, vif, tat, re 

v, nefj&£©fiee, 7f; ^^f;i/^^^^-©^ttrf; ^>r;v^S5fi<z)Ei 

A • ElBfcifOgBJItf, 7tV HtfPtf-f ;i/^©^#ttRep(p5,pl9,p40) > Vp(Cap) 

& £<z>m *t & M v> -g, i i: g § 0 

[0 0 4 9] 

ifE^T? £ 3 &g ic ^ n ^ - # - £ ^ L T V \ £ * © ^ ti £ . 

^^f;i/X^^ # -^5X5 Fil LT&MFG [Proc. Natl. Acad. Sci. USA, 92, 
6733-6737, 1995], pBabePuro [Nucleic Acids Research, 18, 3587-3596, 1990] 
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, LL-CG, CL-CG, CS-CG. CLG [Journal of Virology, 72, 8150-8157(1998)], pA 
dexl [Nucleic Acids Res., 23, 3816-3821, (1995)] ^tf!^ t>ft& 0 
[0 0 5 0] 

^n^-^-tbtii, t: bmm^x^mx%z%(DX&niZ^'fft : bm*<^z> 

rii^f #I>U£> t>f b^^D^>f;i/7. (H hCMV) ©IE (immediate early) 

;* * n^-;T*>f >:7n t-bi/a-Hlfil^n^-^- SRa 

^n^-^-^Sr&tf £^£#-£££0 hCMV(Z)IEit^©^>A>-9- 
-Sr^n^e-^-^fciB^TfeJcv^ Nkx2.5*tte^-tf>i ? 

[0 0 5 1] 

^ h x m & /t # >r ;i/ * ^ # * - & £ M •* z> z. t x g & □ _t i a / n° *y >r - v y 9 m 

>>?A& [#IW2-227075] , U^^ni^i/3>^ CProc. Natl. Acad. Sci. U 
SA, 84, 7413 (1987)] f&feif^rt^t^ 
[0 0 5 2] 

T?£jg5M£i^"£"<5 w£#"??^<S> [Nature Genet. ,8,42 (1994)] „ aMS^t&RM JC 

ifc^tS. flf*.tf, 3$®*, i&ft^ h U ^AXttfifttb U fAtHiftfc 
©*B-&*M?0>$&i8iiJU f^xF7>, 
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±3* h tMWkX v a ;i/ * k * # - \*&skm \h xm^mm^m zm-tz itmrnm 

a 

(2) gei&±^i:tS«^J 

o 

[0 0 5 3] 
[0 0 5 4] 

, $I>U£> Xi/x U tr (Escherichia) JR> "fe^^T ( Serratia ) M> 3 1>*A 
^■r-U^A ( Corynebacterium ) I, 1/ t:V^ -r" U ^ A ( Brevi bacterium ) £g 
, S/a.- K^"*-:* ( Pseudomonas ) M> ( Bacillus ) ^^n/^f 

U^A ( Microbacterium ) M^tCM^-Slfflffi, 9 ^ O ^ "fe X ( Kluyveromyce 
s) JS» -y-^y^D V^T-feX ( Saccharomyces ) jR, i/ W <y * D V-f iz X (Shizos 
accharomyces ) JR, h'j3^^D> ( Tr ichosporon ) 2/ C7 — 5 -fe ( Scha 

wnniomyces ) «^CM1-£#«^Ml3M, & M £ £ £l -5 . 

[0 0 5 5] 
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7°u^-$-*fflm?&iAfc*ft^s.ftx^x*>£^ 0 

[0 0 5 6] 

$&?%<>7 Z-HLXte, MtUf, pBTr P 2, pBTacl, P BTac2 ( V^tl&K- U > 
jf — ^y J\^{ A£fc =fc U rf?I5) . PKK233-2 (Amersham Pharmacia Biotechfrlg) , 
PSE280 (lnvitrogen*±§<0 , pGEMEX-1 (Promega*±$g) , pQE-8 (QIAGEN*±§g) , 
pKYPIO [#HflHg58-110600) , pKYP200 [Agricultural Biological Chemistry, 4 
8, 669 (1984)] , pLSAl [Agric. Biol. Chem. , 53, 277 (1989)] , pGELl [Pro 
c. Natl. Acad. Sci. USA, 82, 4306 (1985)] , pBluescript II SK(-) (Strata 
genej±$g) , pGEX (Amersham Pharmacia Biotech£fc§g) , pET-3 (Novagenf±§g) 
, pTerm2(USP4686191, USP4939094, USP5160735), pSupex, pUBllO, pTP5, pC19 
4, PEG400 (J. Bacteriol., 172, 2392 (1990)] ^feM^i"* 
[0 0 5 7] 

ya^-^-titii m£MM*x&mx%&^(DX&n&^fr&z>iba>x 

fc<fcv* 0 m*.lt* trp^n^E-*- (Ptrp) , lac^O^E-*- (Plac) , PL 

^ts^n^-^-, spoi^n^e-*-, sP02^'n ; e-# penpy°u=e-#- 

^t&felf^r t^TfSS. ££Ptr P £ 2 olft^-fr^a^-*-- (Ptr P x2 
) , tac^H^-*-, letl^D^-*- [Gene, 44, 29 (1986) ] , lacT7:/n 

o 

[0 0 5 8] 

&(DX& J:V^\ i/vj y-#)lJSJ (Shine-Da lgarno) ffi*J£W*&=l K>fc© 
m*m%te$e.M (#9*.tf 6~i 8ifil£) tciMLfc^*^ K&Mv^££:## 
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[0 0 5 9] 

Escherichia coli XLl-Blue, Escherichia coli XL2-Blue, Escherichia coli 
DH1, Escherichia coli MC1000, Escherichia coli KY3276, Escherichia coli 
W1485, Escherichia coli JM109, Escherichia coli HB101, Escherichia coli 
No. 49, Escherichia coli W3110, Escherichia coli NY49, Bacillus subtil is 
Bacillus amyloliquefaciens , Brevibacter ium ammmoniagenes , Brevibacteri 
um immar iophi lum ATCC 14068, Brevibacter ium saccharolyticum ATCC 14066, Co 
rynebacterium glutamicum ATCC13032, Corynebacter ium glutamicum ATCC14067 
, Corynebacter ium glutamicum ATCC13869, Corynebacter ium acetoacidophi lum 
ATCC13870, Microbacterium ammoniaphi lum ATCC15354, Pseudomonas sp. D-01 

[0 0 6 0] 

. Natl. Acad. Sci. USA, 69, 2110 (1972)3 , ^Db^XhS [#|fiHg63-24 
8394, tfc&Gene, 17, 107 (1982) ^Molecular & General Genetics, 168, 111 
(1979)] \Z&m<D%&4$t:3bVf 
[0 0 6 1] 

Bmzm^MMtLxm^zm&iz.i.z, mx\t. ye p i3 

(ATCC37115) , YEp24 (ATCC37051) , YCp50 (ATCC37419) , pHS19, pHS15lg£ 



ffi!iE4#2 003-3043330 



fj^^L i 1—372826 

<, PH05:/CHr-#-, PGK^a^-*-. GAP-^n^E-^-, ADH^n 

^-^-^ g al l^n^E-^-, gal lo^a^e-*-, t- h V 3 v ^Sfil^ 

a ^_^_, MFai^n^-^-, cup l^n^-^-^&fttfSifc^-e^s. 

[0 0 6 2] 

l/Tte> -frw±a$-feX • tl/tf^X ( Saccharomyces cerevisae 
) , is Vit >y?!jn^t7, • tf? > ^ ( Sch i zosacchar omyces pombe ) v 9 U :x W ^ 
n^-fe^ • 'yt^-Ts ( Kluyveromyces 1 act is ) , h U 3 ^> tK □ > • *7 > ( 
Trichosporon pullulans ) , */at7— tf^ "fe* • T^t??* ( Schwann i omyces a 
lluvius ) ^tSrfelfSdil^Tf^S. 
[0 0 6 3] 

*lt)JE^£r Mitli, XU^ b nstflz-S/H [Methods. Enzymol 

., 194, 182 (1990)] , 77in^7XhS CProc. Natl. Acad. Sci. USA, 75 
, 1929 (1978)) , MfSfcU^tfAifetJ. Bacteriol., 153, 163 (1983), Proc. Na 
tl. Acad. Sci. USA, 75, 1929 (1978)] lCgB«tf>#&^ & & tfS ^ £ £° 

[0 0 6 4] 

DNAK PCDM8 (7^3 S/*fc3SI) , PAGE107 C4#M¥3-22979 ; Cytotechnology, 3, 
133 (1990)) , PAS3-3 (#^2-227075) , pCDM8 [Nature, 329, 840 (1987)) 
, pcDNAI/Amp (Invitrogen^) , pREP4 (InvitrogenflOK) , PAGE103 [J. Bio 
chem., 101, 1307 (1987)) , pAGE210^£#I^-T £ ^ 
[0 0 6 5] 

M^-li. if-Y h^^n^7>r;i/X (H hCMV) CD IE (immediate early) 

aMs^o^o^-*-, sv40<z)iaS9^n^-^-, vvuvj fr^to-fu^-* 

[0 0 6 6] 
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#^2- 1 1—372826 

m^MffitlsTlt. h©iffl]f&T? S>*f- V;W1 (Namalwa) MB. I^K&IHflS 
Tf$)&COS»IJia, ft>f--X • AA**-(Bifflffi'e&*CHOilHflS, HBT5637 C# 
WHS63-299] tgZ&if 5ii:^§5. 

m^lfflJSS^©^im^.^^ ^-©^A^il ifr%M{CDNA£#A > r££ 

technology, 3, 133 (1990)] , V yWtflJH/VJ*m (#H§¥2-227075) , U rf< 
7i^i/ 3 ^ [Proc. Natl. Acad. Sci. , USA, 84, 7413 (1987), Virology, 52, 

456 (1973)] £flB*<B#*£^£:JB^<5~ £#"££5. 7£S?1£m#:<»#£ £ tfig 
4fSI¥2-227075#^^8feSV^^i^g| 5 l ^ 2-257891#45i^6^C|a«$4^•rv^5^ 

[0 0 6 7] 

yi/sy--^V$— X 7 • 7/i\7hU- •T-aTil' (Baculovirus Expressi 
on Vectors, A Laboratory Manual) , Uy h • h 3 — JlX - -f > • 1/ 
3rn^- • yt>f^-nS?— ^rrfJlfH y hl-3 8 (1987-1997), Bio/Technology, 6, 
47 (1988)^fcSB«3ftfc:£ri£tCJ:oT, SB5t&3fc3i'tSifc#T?£S. 
[0 0 6 8] 

Sfc#S&K:fcV*Tjav^;nSfcte^#A^**-fcL"Ctt, MiH PVL1392, p 
VL1393, pBlueBacIII ( % iC Invitrogenftjg) ^ 
[0 0 6 9] 

ographa californica nuclear polyhedrosis virus)^$:M V^-S ^. il^"C^S 0 

fifijUDUSi: LTtt, Spodoptera f rugiperda(D#|3|yMT'& § Sf 9, Sf21 (Bacu 
lovirus Expression Vectors, A Laboratory Manual, W.H. Freeman and Company 
, New York, (1992)] , Trichoplusia ni©IPIfe<IHJfiT?feSHigh 5 (Invitrogen 
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11 — 372826 

[0 0 7 0] 

[#^¥2-227075] . U3K7ai^2/a>^ [Proc. Natl. Acad. Sci. USA, 84, 
7413 (1987)] 

[0 0 7 1] 
[0 0 7 2] 

[0 0 7 3] 

■fyMTkftMmm&fiiyMtm, mm, -7u\z*yn^v>mwm. x#y-;K y 
u yMTy^-y^<n&mmmM^^<i,*mmm<nTy=E-y^ 
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4f *P 1 1-372826 

[0 0 7 4] 

^tel5~40 o C#J:<, JMB£RfM: % j1S16^fW~7 HISJ-C3&*. J»*tf»pHtt, 3. 

o~9.ojc #fip-rs. ph Mli&£v^«$i<zm y;i/#y$s«u Mm 

[0 0 7 5] 

^ n ^ - # - i: L TBI^fS© y n ^ - # - £ ffl V \ tc^m^ * # - T?7g««iJ| L 

ig*-T£ ££lc&-f /s -D-^zTtf^? h J */ K (IPTG) ^£ 

, tr P y a ^ - # - £ ffi V^ tc^K X&Himm L S £ £ 

tCli >f > U;i/K (IAA) ^fc^fCgsfltlLTli) 

[0 0 7 6] 

JC-g!ffl£ tlTV<i£RPMI1640igJfc [The Journal of the American Medical Associ 
ation, 199, 519 (1967)] , EagleOMEMigJfi [Science, 122, 501 (1952)] , # 
jlKy n Bfc^MEMJgife [Virology, 8, 396 (1959)] , 1 9 9 [Proceeding o 

f the Society for the Biological Medicine, 73, 1 (1950)] £ £ & 3 ;fl £ *g 

[0 0 7 7] 

mmit. itSpH6~8, 30~40°C, 5XC0 2 #^T^©^#T"P 1~7 H ISff 3. 
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1 1—372826 

tC^JBStlT^-STNM-FHJSifi (Pharmingenfrig) , Sf-900 II SFMfgifi (Life Te 
chnologies*±$g) , ExCell400, ExCell405 (V^tlfcJRH Biosciences£fc§g) , G 
race's Insect Medium [Grace, T.C.C. .Nature, 195, 788 (1962)] ^SrMV^ 

[0 0 7 8] 

mmit. MSPH6-7, 25~30TC^©^ffT"?f, l~5Hril^. 

J:a&<Dm«*^#©i&*44>fr e> , #3&E©4NRgemic lilt s g a sc & JMt«f 
[0 0 7 9] 

Mill *»w©^j»^iB©a>ssejBt««, mm\Hizmmv<mxmmLr=.m 
j:£*&#n&, fliiia^, mmmmicx^mmm, s;i^7^;x^ (deae) - 

t77D-^, DIAION HPA-75 (H^ffc^ttSD ^ b 2? > fc|$>f >f 

^07^^77^-^, S-Sepharose FF(Amersham Pharmacia Biotech£t|g)^<Z) 

[0 0 8 0] 
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1 1 — 372826 

[0 0 8 1 ] 
[0 0 8 2] 

^©cte){CL/T^#$tiSSe®^ LT> MiH H2#l##5, 6, 10, 1 
2, 14, 16, 18, 20, 22, 24, 26, 28, £ «fc 3 0 

Tfcgji-rsr £#T?£5. ftfUK&ORSAdvanced ChemTech) Per 

kin-Elmerft:§g, Amersham Pharmacia Biotech£fc§g, y U (^HProtein Techno 
logy Instrument)*±§g, * ^rf? (^HSynthecel l-Vega)^±^, H*/1--fe^ 
-f ^ • U 3-5^y K(*HPerSeptive)tfcfg, A^f^m^©^^ K^*S:fJffl 

[0 0 8 3] 

tt> ^M*M;i>J^, Fabric, QT®^^, v;b7T>^S¥, *lfrM 
^ hn^F'J Duchenne§53£^* h D 7 -^tf&tf&tl 
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#5(2. i 1 — 372826 

^>*;K k^-v>*;k y^-fuy, x^x^ 5 ha>KV7, h 
n?>f >&£<z)fce^M##IiC0^&5;i£#»&;ftTv^ [^^, 30,1302- 

1306(1996)] . -t&t)%, d4xe>*#J: l J*#i©^«i§tt§f ill 
£ L , IES Jtfc^ •& 9 A L T *&m ic ^ffi -f £ - £ _Lf B^S & ?&jg? f -5 d 

[0 0 8 4] 

^ te & m -r £ #iHf5is <e> mmmm mm jc m v a & r t & x*g s . 

[0 0 8 5] 

Sliitt&Stfr* * Ut, *5§0^©^«^|g$:*-t^#MM3 - 5 
x 1 0 5 c e 1 1 s/H. **v%ttSJW16A^il3i5{LfelDJiaiS;il!if^l~l Omg 
/Eg&iltLt, ?-9-3r, ^££1*3-2 0I^©7 7 K x"^Xfeb< 

n>f > K©tc:£T 5?aA y h (Complete Freund' s Adjuvant) £ fc >fcggfl:r;i/ 

[0 0 8 6] 

^mMco^#«, i0B©iK^©ffei~2«ra;l3#»c3~i OHff^o 

r£&»3&&&«!£& C»^^M^?* (ELISA&) : E^^ffJ 1976^, Ant 
ibodies-A Laboratory Manual, Cold Spring Harbor Laboratory, 1988] 

[0 0 8 7] 
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1 1—372826 

[0 0 8 8] 

fiiillilbTIt 8 -Tif (BALB/cfi*) 
H^5fl^^"^S>'5P3-X63Ag8-Ul(P3-Ul)^ [Current Topics in Microbiology and 
Immunology, 18, 1 (1978)] » P3-NSl/l-Ag41 (NS-l)$c [European J. Immunology 
, 6, 511 (1976)] ,SP2/0-Agl4(SP-2)$Sf; [Nature, 276, 269 (1978)] , P3-X63-A 
g8653(653)$; [J. Immunology, 123, 1548 (1979)] , P3-X63-Ag8 (X63) $c [Natur 
e, 256, 495 (1975)] ^ V *J * m&OmitmMtfftmzm V^ ^ ft& . 
[0 0 8 9] 

[0 0 9 0] 

jKU *n--*-;i/#i;#£ fettle y ^n-t^ftsm ¥if$g-r&#&£: 
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11—372826 

[0 0 9 1] 

mfoffi&&& *m-*& itmmMxmmmzmm b t v\ & 

St^'TS^S'e&S^^'b^^ ^>3 [P roc - Natl - Acad - Sci - USA 85, 5738 
-5742 (1988)] ^Representational difference analysis [Nucleic Acids Resear 
ch, 22, 5640-5648, (1994)] IC «fc &#8£S:&lf S r S. 
[0 0 9 2] 

fc^HtcDNA9>f U - fclBSKbfclfe, M^MfccDNA^-f ^ U -tf)#AcDNA 

£ W & H#S * £ . £©J:3K:bT»e>*lfc cDNA(D^^^«S2^!I & 1" 3 ^ Z. iZ 
J; »j , RcDN A# =i - K i" 3 S 6 ft B « *^ JKS 3 « % KM ■* £ £ t # T? 

[0 0 9 3] 

^SStiMV^Sr ttt'tS [Science, 261 ,600-603(1993) ;Nature Biotechnolog 
y, 17,487-490(1999)] . */ym*/->ryXh VZf&£.l*. #tfc % > ^^BB^IS: 
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1 1-372826 

9 >f ^ U - Srif:/ h 9 * */ 3 > j&fcff*. Z>s<t7 $ — 3: M v^T tf^S U ^iS^J*tl 

9 * $/ a > & fr 3 #M * b v * . ^ <Z> J: e> (c b T Jfc# 3 *i 4H& ^ ^ ;i/gB#I 
&^&dnaWt#H:£;Rcdna&# n->ftt5fetf>®^n-^i: bTJBv*££i:tf 

[0 0 9 4] 

^cDNAtt-e<Z)^iftSSB^IS:»«fi-SCli:T?, ScDNAtfU- KtSSSR^ 
[0 0 9 5] 
[0 0 9 6] 

[0 0 9 7] 

issip^j&ifoig^seic, jfia«»m*, ^^^f. n&. 
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i 1-372826 
iffiifg ± it n n n - 7&j$|g ^ Br duo M >J & * & if X'M^ & d ifi ~V £ -5 . 
[0 0 9 8] 

V^M&Jfc$%%l~$'Z>mte^'e>7U^-# -ilGFP(Gleen fluorescent protein) 

L/yK-^-^(3D^|g{Clicardiac troponin I (cTNI) <D ^ — # — V^ S # 
&j$$>if £>ftZ> [J. Biological Chemistry, 273, 25371-25380 (1998)] . 
[0 0 9 9] 

mmrn & ^ * # y -ft $ * t icmm^m v> mm. & ®?s s * & ^ t &m 

[0 10 0] 

^ - if & *mn <d fomj&f&n & m -t & &nnmm &c mm $ ■£ § * & & & if s 3 1 

Mill ^n^^-if©«^^rL^^ htffeSTERTjte^ =fc#e9lcH:Bi#l 

-r -5 TERTite^- & mmmm £ -tt & 0^ & & ^ £ # ® « &c&# -r & 



£iJ|iE# 2003-3043330 



4#5{2. 1 1—372826 

[0101] 

iCTERTitfe^-yn^E — #-£GFP(Green Fluorescent protein), ^J/7i7-? 
£ * f S #ti« Jc 3» A 1* * 3 T* MWl "T S £ £ # £ £ - 
[0 10 2] 

5««0C3H/Hev#:XlOE&x-7 t ;i'£^TJftB*U 5 *.*T?£«iflBSK: «fc 
»;StjE3-&fe 0 v?*£¥#IB\&lcLT. 70% x* y -;i/£?5#fr M#bfc 0 

W®tf>j&l«-gj|&L£o *fcWfflS©as#JCli3#&Aft&tf Affil-frSrlfc 

fc. *]|»#©M«&U:3#T?^«Tlfe* 7 L ^/ ; E»i23Ga>#f- &IS»L£2.5ml&tf#§C 
20%FCS£^f ^£IMDMig:&&, 1$ 1.5ml A*U &M#f©$fcaS&:*ffi#©B*ffiffiffl0> 

. 5t*§L£:$H0&te, 20XFCS, lOOmg/ml penicillin, 250ng/ml streptomycin, 85 
mg/ml amphoteric in Sr^t" S IMDM^fifitf T?33C^, 5% COgiES©^^^*^ 

[0103] 

2«£<B»:£Lfc#-iWflB(single eel 1) ffi*CD||B« £ L (J^T> tflfi 
3»M©J&ifiiKlCJ&S J:3lC5-aza-C& 2 4 BSrlBIS&j&D l> fcft, 3 & (C 2 SSIBrcB#-*5 
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#5p. i 1—372826 

t=.mm (JS*T\ #K'&l&tifffiifflfl&fcffi'r<5) tC, #tf5-aza-C£24B£[igMJU 
$ e>tC2~3 3aiSUEfarrs:ifcT?J: (J#<©g#l0it5lBlia5:Mlfc o »^ 

Mb, >C^^TO®aa^i^$i:^^l§^ibTv^^v^ 0 b^b5-aza-cicj; *JS^ 
[0104] 

EI © & $ T* MJ tfJ iz JRIfc b . 
[0 10 5] 

K b T v^ -5. ^ if e> #*©JS¥#f & ff o fc. 

BtfMSS^^^'ftilSbfe>MIHJ^^^, ^tl-^tlTrizol Reagents (GIBCO BRL 
*±§g)£MVNT±RN A&ifc#b£„ #CK* S^RNA&aSJffcbTSupersciptll r 
everse transcr iptase(GIBCO BRbJ-tjjg) V^TFirst strand cDNA b „ 
[0 10 6] 

^{C, >M#M^^it^®l§^$:^-r-5fe^fC, ^First strand cDNA£ 
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#^ 1 1-372826 

SWPCR.&frofc. >M#Mlft&«te^bTtt, h U A^JS^^ K7?& 
*ANPfe«fct)fBNP, 5^S/>M»T?»Sot-MHC33J:tJ f j8-MHC, Ti'f^ftSo-s 
keletal acting £ j8 -skeletal actin, * */ >e£T?&£MLC-2a, MLC-2v, 
;I>j®#Mlft3£^0^&£Nkx2.5/Csx, GATA4, TEF-1, MEF-2C, MEF-2D£fflV^ 

o 

[0 10 7] 

ANPCDif*|tCttBB^J##3 3, 3 4©JSSfiB^IS:^"rS^DNAS:, BNPCOigipg 
KlttBB^J#-^3 5, 3 6<Z)mS®I?U£^irS-a-f&DNA£ > a-MHC<Z)ii(6lCliBI^J 
#^3 7, 3 8©iSSfii^J : fe* , rS^DNAS:, 0 -MHC©#iHK:W:IB#l##3 9 
, 4 OCffigBB^I&W't'S'&J&DNAS:, a -skeletal act in©*tMgJCteS#I#-£41 
»42©^S@a^JS:^'f S-^^RDNAS:, 3 -skeletal actincDigipSlC &@B?rj#-J§- 4 3 
, 4 4 ©JSgSfi^IS:^"r<5^J*DNAS:, MLC-2ac7>^glCteSE?'J##4 5 , 4 6 CD 
aSBB^J&WfS-^^DNAS:, MLC-2v©Jf(glCliffi^I##4 7. 4 8 0^WJ 
■&*-rS-£j5£DNAS:, Nkx2.5/Csx©*tfg(CW:IB3*J##4 9, 5 0 (D^SMW^M 
-r-S^DNA§:, GATA4C7)JfifrIiCliiH^J##5 1 , 5 2 C^»B2?U£^-f £-&ESDN 
A£, TEF-l©Jf*S{CttgB^J##5 3, 5 4 ©i^SSB^'J ^^"T S^fRDNAS:, MEF-2 
CC7)J|fifrgtCl±SB^J#-^5 5, 5 6 -£j£DNA£, MEF-2D<Z>*tHBK: 

l£fB?!]## 5 7, 5 8©&gBB#|£:^'r&-&j£DNA&jBV^fe. 
[0 10 8] 

[0109] 
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4#5£ 1 1 — 372826 

^#^T?^lffl^iC^>f[:Lfe#Mlffl^-eii, Nkx2.5/Csx, GATA4. MEF-2A. MEF 
-2C, MEF-2D, TEF-l3t^©»m*««SSS*lfe. *M#<B#fitft#*JfWEfl:*II 
Jfi« T? ^ ti © S ^ © »3® ttfg «b & 4x *^ o ff 5ii * <Z) #M ffi jffi 
t&|gWei±Nkx2.5/Csx, GATA4fi<fctfMEF-2C©|&JiijWH&3*U foti&^toftik 
iz # V ^ , 38*1 T MEF-2 A £ «fc t>*MEF-2D© USJUft^ ffi§K S tl . 
[0110] 

&&3B»Ufc. iSifrS&te, Mm5:1.49mM CaCl 2 , 4.23mM KCl, 25mM HEPES( P H7 
.4)l:»lfeIMDMWT^tU Diaphoto-3OO^0^(-=I yftM) 
T, fij&25TC-eiH£bfc. #9*mffili*«IBffi£15~30QlC|8}£U't3M KC1£ 

?5^bfeo ng«&©sr£»MEz-83oo ( h ^sttsi) ^m^xn^v^y?^- 

Ktf? 0 fe 0 M^M^^RTA-llOOM ( B #3fcS*fcS8) S:fflV>T*Mi}IStC|B»bfe 

2~mm<DMmz?^xmi&WMMmtfmm2nf~i>K Mmm&imffim&v 

[0 1 1 1 ] 

foffimmm wsvyx tiii©^^^^ & mn $ s t=. & . 5-az 
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Hft^ 1 1 — 372826 

j y Z/n.2b& V^£60mm y >f * £ ^ yttMrJ V V =l (f ibronect in-coated d 
ish:Becton Dickinson^) {Cgf£, 33°C, 5^ 2 iftK©«?0P*&MV\T^I& 

[0 112] 

SB, M*g#?£{C5-aza-C£#mK3 /iM^^S «fc 3«fcfinbfc_fe, JSJC. PDG 

(«F»SttPDGFttlOng/«l, J 4 ymitlQ'h) „ 

**l#e>SS£20ffe, 4BfHCfci&ifi3g|L;Mfc, PDGF<Z>#, PVGF£.\s^J -f > 

[0113] 

^Mfc^X-Tfr^MK^ imj§ScDM£mB^0»TT*«a§gb£: o ^CDM 
JH, 5-aza-C©*&g&fltIbfcJ&*6«r-r y ^^T'«^J3#J©MB^^J3S#^^^ 
<5DlC*fU PDGFS:j»fin , r«i:*&4i!I, PDGF£ Vf- J -f >^ & |f!fB#lC§$#tJ-t -5 

[0 1 14] 

5-aza-C©f^*> *J (CIO # Mtf)DMS0£ 2 4 BSrHSfo&IIU $ <b tC 6 afBJ**S:iKWfc. 
-£<Z>^IH, fSi&^^^M^^Mfc^-tSZliiSrMmb, r*i£tf)3MlcteNk 
x2 . 5£ <fc tKGATA4itfc^#§JB b T £ U , 5-aza-C £ SsflD Lt=. Hm&O'&MZ 
^Lfc^T?*&£fc#a*3*lfc. r©)S?«fJ!g^tt, 5-aza-C ^DMS0(Z)^j1©# 

[0 115] 

4 7 mii#2 0 0 3 - 3 0 4 3 3 3 0 



11-372826 

&mMtf : &&?Z>fr'%:M'<£fc&>. S/Z/tfJlUfl/ • *?-*rytf (Single cell ma 
rking)©HJ^ $:^ofe„ 
[0 116] 

*f\ GFP»fc^£#l^£i±£ ND^-Ol/*^?*-:/^^ KGAR3-GFP^3 
££>\ Ecotropicit^^-Sr^^-Br^pCMV-Eco^vX^ Molecular 
Cloning, A Laboratory Manual, Second Edition, Cold Spring Harbor Labora 
tory Press (1989)^CfB«<Z>7 JVij V J: tfPEG£fcM&£M V^. M^6D 

^DNA£J&#U£:o 
[0 117] 

ZL0DNA& h^>*7:n?S/H>£i±<2>liu0lC, n > 7;i/X > h {C& o fc, gag 
^i:^polit^^^-t^293«$:l/5#^T'10cm -r^f y fCi^fS U -Bfc 
37'C, 5%CO 2 am<Z>!JI§0#£fflV^ig#££^&o£o 

GAR3-GFPl/hn^-r;b^^^^-^^^^ KDNA1 5 /i g ^pCMV-Eco^"^ ^ ^ 
K^^ 7 9- — DNA 5 m g §:250mM CaCl 2 (pH6.95)0.5ml{c2f[Jx.T?§ft?£i±, ^(D^W. 
£ 15m 1 <Z) ^ ;x - Atl £ 2 X BBS [50mM BES (N , N-b i s (2-hydroxye th 1 ) -2-am i noe t 
hanesulfonic acid), 280mM NaCU 1.5mM Na 2 HP0 4 (pH6. 95)] 0.5mUc?jgT IT 1 

^izmr^. 37°c, 5%co 2 mjg<z>mwmzmi<^rmm*:fi'Dt a sh, mm* 

Sib, 3giC37°C, 5%CO 2 a,g©0ISM£fflVNTig«Mfofc o 
[0 118] 

igife££#ILT2B$UC, ig*±?jf £0.45*6 m<7) 7 (Mi 1 1 iporeftjg) 
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i 1 — 372826 
_1 , 1Q" 2 , 1 O" 3 , 1 O -4 , 1 0" 5 &C#|RL£ = 

# ;b • -i V V =L\Z.^\^tc a 
[0119] 

exadimethrine bromide (polybrene) (S i gmaftl) $r^iUL/, jfrjlJi^JE&fl! £ 
lt57^7f|IWI±t2ml S:tf>f;i/*»i2«l£ttiftU 331C, 535C0 2 

lc£iftU JS^C33 0 C,5%C0 2 a^©l^lSIP#$:SV^T^*5:^fofe 0 
[0120] 

2Bmmmzn^t^ m%mwimrxGF?^mi,x\ / ^mm^mmi^ mm 

1000fi&fc»J 1 o©GFP»ttiffl]fB#&& J: 3 = 

S^]^$:8X10%J^/t : -i' 35mm# =y 7» * - 7. 7 s V $/ =l ( 

ilB-r-^y ^Xftjg) tcS|£, 33TC,5XC0 2 iSS©||?IP»S:flSV%T«*S:f?ofc. 

10, 5-aza-C (Sigmafrlg) „ PDGF-BB (Peprotech£fc$g) „ all trans J 

j>m (sigma^) z^n^nmrnmsfin. ion g /mi, kt 9 m£&£ £?muv 
> mnhxzB^is^mBmat, mw&mzft? tt^iz, #mpdgf-bb c 

&PIPDGF . all tr*nsl/7 S J ym*±y&£.mtWtBl'VW>iiaisfc a 

[0121] 

4 ^^6'®^^TGFP^tt$HJ3S^ ECD&Z) IZftitLfcfrZWim-tZ 

*bmmm<D& #gfpi» k & o -o > «& «m a. ^nass ^ ifcftitnmm&GFPm 
mm (stochastic) Km&Lx<&z.£&m*>fr£.tevfco %frz(Dffimz. & 



2003-3043330 



11-372826 

[0 12 2] 

* - & JB V ^ T ^ A b T , *<D&ftit&m $ T ^ jfcffll&SHt <0*W & ftttt b o 
[0123] 

£1\ Nkx2.5fcGATA40»te^&»^3i*&Bl»T*, l/hD^7>f;^^^^- 
KpCLNCX (Imgenex*±){CNkx2.5hGATA4£^;ft^tl&B&&<^ pCLNC-Nkx 
2.5p£.CLNC-GATA4£W5Sbfc. l/bD^^;^^^^-^7^^ KpCLNC-Nkx2.5 
hpCLNC-GATA4£ J:t>\ Ecotropic^^fclg^iJrSpCMV-Eco^;* * R^? # 
— (Imgenexfr) Molecular Cloning, A Laboratory Manual, Second Edition 
, Cold Spring Harbor Laboratory Press (1989)^CfE^tf) 7 ftiJ V tpft&iS «fc 

tfPEGifcfR8;£J9v*T, *&K©ii^DNA;S:#&bfco 
[0124] 

rtl^CDDNAfc b5>^7 x ? a 0 IC, 3 > 7 ;i/ x > htCfcofc 

, gagfe«kOtpol»^S:«^'r*293j|«iia&l/5#3W-ei0cB7 s -f y 2/rUC#$ftU 
-B&37T;, 5%C0 2 «g(Z>JB#P«&mv^*8il : S:fTo;k. 

b ^ > * 7 x H > &J^T<Z>ii tUC£ r & o fco 

P CLNC-Nkx2.5&£ W£pCLNC-GATA4l/ h n >f ft 7. ^ # # - ^ ^ * RDNA15# 
ghpCMV-Eco^v^.^ F^#-DNA5 fi g £250mMCaCl 2 (pH6.95)0.5mUC#|Jx.T 
?§^£it, -ZnmWi&lStola)^^- >acA*l£2XBBS[50mM BES(N,N-bis(2-hydr 
oxyethl)-2-aminoethanesulfonic acid),280mM NaCl, 1.5«M Na 2 HP04(pH6.95)] 0. 
5mHc?gTbT10^^T^®$i±feo z\<DMmW.%. mBizmML 

fe293Mlia««Itt»JC»T3^ 37°C, 5%C0 2 «|S©J|?IPtRS:ffl V^T^#&ff o fe. 

[0 12 5] 

igiffi£x#lbT2B^C, mm±W^0A5/im(Dy ^ JV^- (Mi 11 iporeftSi) 



mil# 2003-3043330 



1 1 — 372826 

^;i/^^^>^^^^a >$-tt-5>BaHic2xio 4 |fflJia/'i7x;i/i:^§ i-^tc 6 
[0 12 6] 

% Hexadimethrine bromide(polybrene) (Sigmafr^) S^ftlU, ;M7Mtg£^ 
tS7fXfIIMiiib, 33°C, 5XCO 2 «&©fl$0P«&M^T#SI&e 
ofc. 5B£iatfe, $rbVMMDMig:§fifc:£g|U JgJC33°C. 5%CO 2 ig£(BJB0|J|j|:feM 

[0 12 7] 

^©cfc^lCbT, ^bfeNkx2.5S>«V>ttGATA4©^c^e«K#|j|!|IIlietCOV>T 
[0 12 8] 

nasfff 7 . &&&&& ^m^z-??* 'wmmm vo^u^r tstt 

>M^^|g?:^-r'2>^"^X#^^ffl^<Z>^n^ r?Sffil±Telomeric Repeat Ampli 
fication Protocol (TRAP) &{C J; U ^f>f b (OncorftfgTRAPeze Telomerase Det 
ection Kit) „ * 7^'f£©M£ttMITOC^#£ tlT ^t=.7U h H-;WCfie 

mi&f&m&m't& (£j:^io 6 M) &PBs-ei&?f-b£^ 200^ 1 

(DlXCMPSmZtia*.. *±-e304>ia#Sbfc. *<Dife> ^$t£l±UC$|IJJ§S£l.5ml 
^Mtfclf fCtgifcU H.OOOrpmT^O^WM^iKrC, HITACHI*±$JhimacCF15) b 
, ±I^MMIi!thLT@JKlfe 0 Protein assay (BioRadfrgT) &JBV*T£ 
b £ r 5, _tgH&#t?5tf# b fc4>!8f7gfifc!B fc^ 1 * 6 v ? 

«iffljia©j|iiJKttffi?Rttfc«fc"ei"g/«i*efeofc. 

[0129] 



miiE#2 003-3043330 



1 1 — 3 7 2 8 2 6 

t5PCRif(6S:ff ofe. TaqjKU *^-i£ &EX Taq polymerase (SMiiig) 
fee jKJ&te7ffc©fftftl±10X^&?fc (0.25%bromo P henol blue, 0.255SXylene cya 
nol FF, 30% glycerol) £ l/lOMgSflU U 12.5%>tfU 79 U A/7 ^ Ftfjl (TRAP 
eze Telomerase Detection KitCD^D h n -;WCfB^£ tlT Jt »J Mg) 
i±, 250mV^«ffiTT^mLfeo ftfttfe* (FMCfrg!) 
Ife-feb, ^^-fe^^tf^a> FluoroImager(Molecular Dynamicsfrfg) £J3 V^Tg? 
#Tb£„ -££>M^> MMffiMO^a^^0.4~4^g/ml©^MT^n^T--l2V < S 

[0 13 0] 

*f^-;i/X'j7l-) JC, x-7Sn/fcjgv*T#B*©#A3:*TV^ t-A/^W&tA/ 

ti/Vi/*? (lmi) £M^T^-;f ^>#-;i/30mg<z) jaj^ft&^-r £ z. h -zmw<£> 

7J (NONAKA RIKAKI CO. , LTD NK-174-14) T*M3 fci!C<5tC-£ o T 1 cm« if^Jgg b, 
e-h^*t©^^-*9#"e¥^i»S:£*JCfffII|IS: U ^ffl©i^^7^ ^ n JSP 
7J (NONAKA RIKAKI CO., LTD NY-334-08) T*^JH9 LWg b fc a oV>T?V>f # 

-7n-75*;J/a (22G) tf)#f-£t¥A b Rfi^ ^iCffi U 3<Z)|f £;tf-f FtC 
■9— :7n-:7^yS/3. (20G) ®^i:^S:^rttc#Abfc. 3 ic 

¥U-$ "(^/agflsfftSg© MODEL SN-480-7) £o&^100/N o --fe > hMtfclml 
/4^T*«£L/, -tlim^*«lml, P?lftia»ttl20/^-eAXPfiaS:Bli&bfe. 
£lc#>f Kit feffiAbfe^^^air-A^tiScJD-e^MH©^**^^*- h 
fiff^- (NONAKA RIKAKI CO. , LTD) ^T&<g £ & tS O £ O »C bTBMi b o£* 
tC, l»#ffiJ:*J«astcrRl*H^2cBSif^-aJlr7J-??«M, oV^J»#£2cmte:£fJ^ 



ffil£#2 003-3043330 



#32 i 1 — 372826 

^§g<D-r;i/^>y yV (lml) jcs?-x;i/-9->f x>**ta8©30G<z>$f (^^ia^ 

3^si#tN73o) &o»t \z.wifo&if&ft& zm-tz^v* -wmmm & pbsk # 

3SU£Mfls£0.1ml&Ab£o o V^ETHICON*±Sg(Z)4-0 ETHIBOND X761&MV^ 

©*7f3^aS:^ofe. 3&fe*Htt©iSl^l±DESIGN FOR VISON 4.5X SURGICAL TE 
LESCOPES^rM V^Tff o 
[0131] 

5«ffr©Wistar rat (H*SLC«c^tfc)i| 6 ESS:««lltt0 L/fc«, 70%X# y 

#&PBS (GibcoBRL*±§S) CD Ao fclOc^JMMC^Kflt^ttSD tC^ U 
tfBBfflffcTB^tcqjRfcbfe. l^tm?)0f©B^5:/^U^'J, 20G&W#f 
&#ttfclO«UB&If* (^l/^ttSS) fcM^T, (D-PBS, GibclBRLtfcSS 

BECTON DICKINSON*±§g) 1500rp«T?10#W3&iMMI b (TOMY*±lH&jg 

nmz.TMB&m*$iWVfe}iZ 5, ll!iKL£Mteiirft2.6xi0 9 Mi?&ofc o ^ 
jfoO&teimi^fc »; i.3xio 8 M©tga!JC)&s J: e>#$*U soai^Stfc^icAofci.o 

73g/«UcSHg3tlfePercoll(Amersha« Pharmacia Biotechfrjg) /D-PBS?& (25ml 
) ±iC5mlMSLfe^, ^ST?3,100rpB-C30^|S3a^JltL/fe. 3M>#ttffe. Per 
cblljRfc«IIJS#5ffi«t©l^ffiJ: UIBIJ^SriaiRb. D-PBS-£4#lC*frfRLfelfe, 2300 
rp«T10#RIfc4>#ilU ^IfL/fellllJIS^EHfeiaiRL/fc. taiRLfeMJiSli20%FCS 
, 100a g/ml penicillin, 250 ng/ml streptomycin, 85#g/ml amphotericin 

(GibcoBRL*±§g) &-£tf IMDMISifi (GibcoBRL^fcSS) fC^ML/feo Z.<Dft&"enm 
MMmZtiWl>f~£ZZ. HHRLfe#Ma5RlfflJiS«-a-ff4.7xi0 7 M& t ;, ^Slrf 



miiE#2 003-3043330 



1 1—372826 

miZ2~5X 10 5 f@/cmV&£ <£ O &C10cm#<DiMMfl&Mtf>ig*M (mffiffi^WSk 
, J^TlOcm^MillSSt-) 3 ^tC«S[^. C0 2 ^#^ (#/W*±Sg) ICT33-C, 5% 

£tf)T% M£ h U ^^EDTA&S^tttfU 2/3 &4ml (10%DMSO. 50% 

[0 13 2] 

±m>T*mttLt=. : 5?V bfifiM»flbti:r55:SSh U ^ S/>EDTA*Q. 
ST'li^b, G^ai;!/^!/- h (BECTON DICKINSONS) fCttl? U5X1 
0 4 {®{C&£ J:e»iC, ^n*^f>$:3- h L£6cmHtf>ig#]nL (BEC 

TON DICKINSONftJgBiocoat) IC &1 .3X 10 5 f@(C& 6 £ 5 &C|fflfl& fit L 1 

B^C5-7if (Sigma*±§g, imglO/iM) , 5-7 

if>>^2/>, PDGF-BB (Pepro Tech EC LTD.frfg, ^a^lOng/ml) , all-trans 

U^J-^ym (RA, Sigmafrgg, ill«aU0~ 9 M) S:Jn^.fenaS<Z)^*«*l^# 

^PDGF, all-transl/^y-f ymZMZ.* 2 0 ^tC $ h . ^©3~4B^ 

IC, #*fi&£*U 3iai8|J&*Ofc. ^©^5-7if^^^>, PDGF-BB. l/^y 

4ym*MKrc.&<nx*ffimmMM<nfr<ttfm&znfc a 

[0133] 
IE3«-5f 3 3 - AX@B?Utf)lftB£:-£fftDNA 
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#¥1 1 



—372826 



mm 


If 34 


-Axmma&w- 




mm 


3 5 


-AJimmnmm: 




mm 


^3 6 


-AJimwvmm: 


-a-^DNA 


mm 


If 3 7 




-a-^DNA 


mm 


If 3 8 


-AJimm^Mm- 


-a^DNA 


mm 


If 3 9 


-Axm#HD8im-- 


-a^DNA 


mm 


If 4 0 


-AJim^KDMm- 


^Ti&DNA 


mm 


If 4 1 


-Animmvmw- 


I^J&DNA 


mm 


If 4 2 


-AJim^mm- 


#J&DNA 


mm 


If 4 3 


-AxmrnawLm-- 


I^DNA 


mm 


If 4 4 


-Axmma&mi 


-a^DNA 


mm 


If 4 5 


-AJimmomm-. 


-£J&DNA 


mm 


If 4 6 


-Axmma&m-- 


■a^DNA 


mm 


If 4 7 


-Axmrnanm-- 


1§?f&DNA 


mm 


If 4 8 


-Aj:mw<Dmw> 


I^DNA 


mm 


If 4 9 


-AxmrnawLm-- 




mm 


If 5 0 


-Axmmamm- 


l^-J&DNA 


mm 


If 5 1 


-AJimmnwiw- 


-&J&DNA 


mm 


If 5 2 


-AJimm^m- 


'li?J&DNA 


mm 


If 5 3 


-Ai:mm(DWim< 


:^DNA 


mm 


If 5 4 


-AJimmvmm'- 


:^DNA 


mm 


If 5 5 


-AJimmnmw- 


:^DNA 


mm 


If 5 6 


-AxmrnawLm'- 


:-£j&DNA 


mm 


If 5 7 


-AummcDmn 


:^DNA 


mm 


If 5 8 


-AJimpivmm 


:^DNA 



[0134] 

SEQUENCING LISTING 
5 5 
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1 1-372826 



<110> KYOWA HAKKO KOGYO CO., LTD 



<120> CARDIOGENIC CELLS FROM ADULT BONE MARROW 



<160> 



<210> 1 
<211> 411 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Arg Ala His Pro Gly Gly Gly Arg Cys Cys Pro Glu Gin Glu Glu 

15 10 15 

Gly Glu Ser Ala Ala Gly Gly Ser Gly Ala Gly Gly Asp Ser Ala He 

20 25 30 

Glu Gin Gly Gly Gin Gly Ser Ala Leu Ala Pro Ser Pro Val Ser Gly 

35 40 45 

Val Arg Arg Glu Gly Ala Arg Gly Gly Gly Arg Gly Arg Gly Arg Trp 

50 55 60 

Lys Gin Ala Gly Arg Gly Gly Gly Val Cys Gly Arg Gly Arg Gly Arg 
65 70 75 80 

5 6 2003-3043330 



4$5p 1 1—372826 



Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg 
85 90 95 

Pro Pro Ser Gly Gly Ser Gly Leu Gly Gly Asp Gly Gly Gly Cys Gly 

100 105 110 

Gly Gly Gly Ser Gly Gly Gly Gly Ala Pro Arg Arg Glu Pro Val Pro 

115 120 125 

Phe Pro Ser Gly Ser Ala Gly Pro Gly Pro Arg Gly Pro Arg Ala Thr 

130 135 140 

Glu Ser Gly Lys Arg Met Asp Cys Pro Ala Leu Pro Pro Gly Trp Lys 

145 150 155 160 

Lys Glu Glu Val He Arg Lys Ser Gly Leu Ser Ala Gly Lys Ser Asp 
165 170 175 

Val Tyr Tyr Phe Ser Pro Ser Gly Lys Lys Phe Arg Ser Lys Pro Gin 

180 185 190 

Leu Ala Arg Tyr Leu Gly Asn Thr Val Asp Leu Ser Ser Phe Asp Phe 

195 200 205 

Arg Thr Gly Lys Met Met Pro Ser Lys Leu Gin Lys Asn Lys Gin Arg 

210 215 220 

Leu Arg Asn Asp Pro Leu Asn Gin Asn Lys Gly Lys Pro Asp Leu Asn 

5 7 tB3E4# 2003-3043330 



i 1—372826 



225 



230 



235 



240 



Thr Thr Leu Pro He Arg Gin Thr Ala Ser He Phe Lys Gin Pro Val 

245 250 255 

Thr Lys Val Thr Asn His Pro Ser Asn Lys Val Lys Ser Asp Pro Gin 

260 265 270 

Arg Met Asn Glu Gin Pro Arg Gin Leu Phe Trp Glu Lys Arg Leu Gin 

275 280 285 

Gly Leu Ser Ala Ser Asp Val Thr Glu Gin He lie Lys Thr Met Glu 

290 295 300 

Leu Pro Lys Gly Leu Gin Gly Val Gly Pro Gly Ser Asn Asp Glu Thr 

305 310 315 320 

Leu Leu Ser Ala Val Ala Ser Ala Leu His Thr Ser Ser Ala Pro He 

325 330 335 

Thr Gly Gin Val Ser Ala Ala Val Glu Lys Asn Pro Ala Val Trp Leu 

340 345 350 

Asn Thr Ser Gin Pro Leu Cys Lys Ala Phe He Val Thr Asp Glu Asp 

355 360 365 



He Arg Lys Gin Glu Glu Arg Val Gin Gin Val Arg Lys Lys Leu Glu 

370 375 380 
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#5p 11-372826 

Glu Ala Leu Met Ala Asp He Leu Ser Arg Ala Ala Asp Thr Glu Glu 

385 390 395 400 

Met Asp He Glu Met Asp Ser Gly Asp Glu Ala 
405 410 



[0 13 5] 

<210> 2 
<211> 1233 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(1236) 

<400> 2 

atg cgc gcg cac ccg ggg gga ggc cgc tgc tgc ccg gag cag gag gag 48 

Met Arg Ala His Pro Gly Gly Gly Arg Cys Cys Pro Glu Gin Glu Glu 

15 10 15 

ggg gag agt gcg gcg ggc ggc age ggc get ggc ggc gac tec gee ata 96 
Gly Glu Ser Ala Ala Gly Gly Ser Gly Ala Gly Gly Asp Ser Ala He 

20 25 30 

gag cag ggg ggc cag ggc age gcg etc gee ccg tec ccg gtg age ggc 144 
Glu Gin Gly Gly Gin Gly Ser Ala Leu Ala Pro Ser Pro Val Ser Gly 



ffifW 2003-3043330 



gfijp. i 1-372826 



35 



40 



45 



gtg cgc agg gaa ggc get egg ggc ggc ggc cgt ggc egg ggg egg tgg 192 
Val Arg Arg Glu Gly Ala Arg Gly Gly Gly Arg Gly Arg Gly Arg Trp 

50 55 60 

aag cag gcg ggc egg ggc ggc ggc gtc tgt ggc cgt ggc egg ggc egg 240 
Lys Gin Ala Gly Arg Gly Gly Gly Val Cys Gly Arg Gly Arg Gly Arg 

65 70 75 80 



ggc cgt ggc egg gga egg gga egg ggc egg ggc egg ggc cgc ggc cgt 
Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg 

85 90 95 



288 



ccc ccg agt ggc ggc age ggc ctt ggc ggc gac ggc ggc ggc tgc ggc 336 
Pro Pro Ser Gly Gly Ser Gly Leu Gly Gly Asp Gly Gly Gly Cys Gly 
100 105 110 

ggc ggc ggc age ggt ggc ggc ggc gee ccc egg egg gag ccg gtc cct 384 
Gly Gly Gly Ser Gly Gly Gly Gly Ala Pro Arg Arg Glu Pro Val Pro 

115 120 125 



ttc ccg teg ggg age gcg ggg ccg ggg ccc agg gga ccc egg gee acg 432 
Phe Pro Ser Gly Ser Ala Gly Pro Gly Pro Arg Gly Pro Arg Ala Thr 
130 135 140 



gag age ggg aag agg atg gat tgc ccg gee etc ccc ccc gga tgg aag 480 
Glu Ser Gly Lys Arg Met Asp Cys Pro Ala Leu Pro Pro Gly Trp Lys 

145 150 155 160 



&SE4# 2003-3043330 



4#¥ 1 1—372826 



aag gag gaa gtg ate cga aaa tct ggg eta agt get ggc aag age gat 528 
Lys Glu Glu Val lie Arg Lys Ser Gly Leu Ser Ala Gly Lys Ser Asp 

165 170 175 

gtc tac tac ttc agt cca agt ggt aag aag ttc aga age aag cct cag 576 
Val Tyr Tyr Phe Ser Pro Ser Gly Lys Lys Phe Arg Ser Lys Pro Gin 
180 185 190 

ttg gca agg tac ctg gga aat act gtt gat etc age agt ttt gac ttc 624 
Leu Ala Arg Tyr Leu Gly Asn Thr Val Asp Leu Ser Ser Phe Asp Phe 

195 200 205 

aga act gga aag atg atg cct agt aaa tta cag aag aac aaa cag aga 672 
Arg Thr Gly Lys Met Met Pro Ser Lys Leu Gin Lys Asn Lys Gin Arg 

210 215 220 

ctg cga aac gat cct etc aat caa aat aag ggt aaa cca gac ttg aat 720 
Leu Arg Asn Asp Pro Leu Asn Gin Asn Lys Gly Lys Pro Asp Leu Asn 

225 230 235 240 

aca aca ttg cca att aga caa aca gca tea att ttc aaa caa ccg gta 768 
Thr Thr Leu Pro He Arg Gin Thr Ala Ser He Phe Lys Gin Pro Val 

245 250 255 

acc aaa gtc aca aat cat cct agt aat aaa gtg aaa tea gac cca caa 816 
Thr Lys Val Thr Asn His Pro Ser Asn Lys Val Lys Ser Asp Pro Gin 

260 265 270 



6 1 ffiS#2 003-3 04 33 3 0 



11 — 372826 

cga atg aat gaa cag cca cgt cag ctt ttc tgg gag aag agg eta caa 864 
Arg Met Asn Glu Gin Pro Arg Gin Leu Phe Trp Glu Lys Arg Leu Gin 

275 280 285 

gga ctt agt gca tea gat gta aca gaa caa att ata aaa acc atg gaa 912 
Gly Leu Ser Ala Ser Asp Val Thr Glu Gin He lie Lys Thr Met Glu 

290 295 300 

eta ccc aaa ggt ctt caa gga gtt ggt cca ggt age aat gat gag acc 960 
Leu Pro Lys Gly Leu Gin Gly Val Gly Pro Gly Ser Asn Asp Glu Thr 

305 310 315 320 

ctt tta tct get gtt gee agt get ttg cac aca age tct gcg cca ate 1008 
Leu Leu Ser Ala Val Ala Ser Ala Leu His Thr Ser Ser Ala Pro He 

325 330 335 

aca ggg caa gtc tec get get gtg gaa aag aac cct get gtt tgg ctt 1056 
Thr Gly Gin Val Ser Ala Ala Val Glu Lys Asn Pro Ala Val Trp Leu 

340 345 350 

aac aca tct caa ccc etc tgc aaa get ttt att gtc aca gat gaa gac 1104 
Asn Thr Ser Gin Pro Leu Cys Lys Ala Phe He Val Thr Asp Glu Asp 

355 360 365 

ate agg aaa cag gaa gag cga gta cag caa gta cgc aag aaa ttg gaa 1152 
He Arg Lys Gin Glu Glu Arg Val Gin Gin Val Arg Lys Lys Leu Glu 

370 375 380 

gaa gca ctg atg gca gac ate ttg teg cga get get gat aca gaa gag 1200 
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Glu Ala Leu Met Ala Asp He Leu Ser Arg Ala Ala Asp Thr Glu Glu 

385 390 395 400 



atg gat att gaa atg gac agt gga gat gaa gcc 
Met Asp He Glu Met Asp Ser Gly Asp Glu Ala 
405 410 



1233 



[0 13 6] 

<210> 3 
<211> 196 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 

15 10 15 

His Val Leu Ala Glu Glu Ala Glu He Pro Arg Glu Val He Glu Arg 

20 25 30 

Leu Ala Arg Ser Gin lie His Ser He Arg Asp Leu Gin Arg Leu Leu 

35 40 45 

Glu He Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 

50 55 60 

Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 

6 3 ffl$E# 2003-3043330 



4#S|2 11-372826 



65 70 75 80 

Pro He Arg Arg Lys Arg Ser lie Glu Glu Ala Val Pro Ala Val Cys 

85 90 95 

Lys Thr Arg Thr Val He Tyr Glu He Pro Arg Ser Gin Val Asp Pro 
100 105 110 

Thr Ser Ala Asn Phe Leu He Trp Pro Pro Cys Val Glu Val Lys Arg 
115 120 125 

Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 
130 135 140 

Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 

145 150 155 160 

Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 

165 170 175 

Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 
180 185 190 

Thr Asp Val Arg 

195 

[0 13 7] 

<210> 4 

6 4 2003-3043330 



# 1 1—372826 



<211> 588 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(591) 

<400> 4 

atg agg acc ttg get tgc ctg ctg etc etc ggc tgc gga tac etc gee 48 

Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 

15 10 15 

cat gtt ctg gee gag gaa gee gag ate ccc cgc gag gtg ate gag agg 96 
His Val Leu Ala Glu Glu Ala Glu He Pro Arg Glu Val He Glu Arg 

20 25 30 

ctg gee cgc agt cag ate cac age ate egg gac etc cag cga etc ctg 144 
Leu Ala Arg Ser Gin lie His Ser lie Arg Asp Leu Gin Arg Leu Leu 

35 40 45 

gag ata gac tec gta ggg agt gag gat tct ttg gac acc age ctg aga 192 
Glu lie Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 

50 55 60 

get cac ggg gtc cac gec act aag cat gtg ccc gag aag egg ccc ctg 240 
Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 

65 70 75 80 

6 5 ffifE# 2003-3043330 



4t¥ 1 1 — 372826 



ccc att egg agg aag aga age ate gag gaa get gtc ccc get gtc tgc 288 
Pro lie Arg Arg Lys Arg Ser He Glu Glu Ala Val Pro Ala Val Cys 

85 90 95 



aag acc agg acg gtc att tac gag att cct egg agt cag gtc gac ccc 336 
Lys Thr Arg Thr Val He Tyr Glu He Pro Arg Ser Gin Val Asp Pro 
100 105 110 



acg tec gec aac ttc ctg ate tgg ccc ccg tgc gtg gag gtg aaa cgc 384 

Thr Ser Ala Asn Phe Leu He Trp Pro Pro Cys Val Glu Val Lys Arg 

115 120 125 

tgc acc ggc tgc tgc aac acg age agt gtc aag tgc cag ccc tec cgc 432 

Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 

130 135 140 



gtc cac cac cgc age gtc aag gtg gec aag gtg gaa tac gtc agg aag 480 
Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 
145 150 155 160 



aag cca aaa tta aaa gaa gtc cag gtg agg tta gag gag cat ttg gag 528 
Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 

165 170 175 



tgc gee tgc gcg acc aca age ctg aat ccg gat tat egg gaa gag gac 576 
Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 
180 185 190 



6 6 ffiE#2 0 0 3-3 04 33 30 



4f ^ 1 1—372826 



acg gat gtg agg 
Thr Asp Val Arg 
195 



588 



[0138] 

<210> 5 
<211> 241 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Asn Arg Cys Trp Ala Leu Phe Leu Ser Leu Cys Cys Tyr Leu Arg 

15 10 15 

Leu Val Ser Ala Glu Gly Asp Pro He Pro Glu Glu Leu Tyr Glu Met 

20 25 30 

Leu Ser Asp His Ser He Arg Ser Phe Asp Asp Leu Gin Arg Leu Leu 

35 40 45 

His Gly Asp Pro Gly Glu Glu Asp Gly Ala Glu Leu Asp Leu Asn Met 

50 55 60 

Thr Arg Ser His Ser Gly Gly Glu Leu Glu Ser Leu Ala Arg Gly Arg 

65 70 75 80 

Arg Ser Leu Gly Ser Leu Thr He Ala Glu Pro Ala Met He Ala Glu 

6 7 2003-3043330 



i 1 — 372826 



85 90 95 

Cys Lys Thr Arg Thr Glu Val Phe Glu He Ser'Arg Arg Leu He Asp 

100 105 110 

Arg Thr Asn Ala Asn Phe Leu Val Trp Pro Pro Cys Val Glu Val Gin 

115 120 125 

Arg Cys Ser Gly Cys Cys Asn Asn Arg Asn Val Gin Cys Arg Pro Thr 

130 135 140 

Gin Val Gin Leu Arg Pro Val Gin Val Arg Lys He Glu lie Val Arg 

145 150 155 160 

Lys Lys Pro lie Phe Lys Lys Ala Thr Val Thr Leu Glu Asp His Leu 

165 170 175 

Ala Cys Lys Cys Glu Thr Val Ala Ala Ala Arg Pro Val Thr Arg Ser 
180 185 190 

Pro Gly Gly Ser Gin Glu Gin Arg Ala Lys Thr Pro Gin Thr Arg Val 

195 200 205 

Thr He Arg Thr Val Arg Val Arg Arg Pro Pro Lys Gly Lys His Arg 

210 215 220 

Lys Phe Lys His Thr His Asp Lys Thr Ala Leu Lys Glu Thr Leu Gly 

225 230 235 240 



6 8 ffiIE# 2003-3043330 



11 — 372826 



Ala 



[0139] 

<210> 6 
<211> 723 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(726) 

<400> 6 

atg aat cgc tgc tgg gcg etc ttc ctg tct etc tgc tgc tac ctg cgt 48 
Met Asn Arg Cys Trp Ala Leu Phe Leu Ser Leu Cys Cys Tyr Leu Arg 

15 10 15 

ctg gtc age gee gag ggg gac ccc att ccc gag gag ctt tat gag atg 96 
Leu Val Ser Ala Glu Gly Asp Pro He Pro Glu Glu Leu Tyr Glu Met 

20 25 30 

ctg agt gac cac teg ate cgc tec ttt gat gat etc caa cgc ctg ctg 144 
Leu Ser Asp His Ser He Arg Ser Phe Asp Asp Leu Gin Arg Leu Leu 

35 40 45 

cac gga gac ccc gga gag gaa gat ggg gee gag ttg gac ctg aac atg 192 
His Gly Asp Pro Gly Glu Glu Asp Gly Ala Glu Leu Asp Leu Asn Met 



ffi|iE# 2003-3043330 



4#¥ 11—372826 



50 55 60 

acc cgc tec cac tct gga ggc gag ctg gag age ttg get cgt gga aga 240 
Thr Arg Ser His Ser Gly Gly Glu Leu Glu Ser Leu Ala Arg Gly Arg 

65 70 75 80 

agg age ctg ggt tec ctg acc att get gag ccg gec atg ate gec gag 288 
Arg Ser Leu Gly Ser Leu Thr He Ala Glu Pro Ala Met lie Ala Glu 

85 90 95 

tgc aag acg cgc acc gag gtg ttc gag ate tec egg cgc etc ata gac 336 
Cys Lys Thr Arg Thr Glu Val Phe Glu He Ser Arg Arg Leu lie Asp 

100 105 110 

cgc acc aac gec aac ttc ctg gtg tgg ccg ccc tgt gtg gag gtg cag 384 
Arg Thr Asn Ala Asn Phe Leu Val Trp Pro Pro Cys Val Glu Val Gin 

115 120 125 

cgc tgc tec ggc tgc tgc aac aac cgc aac gtg cag tgc cgc ccc acc 432 
Arg Cys Ser Gly Cys Cys Asn Asn Arg Asn Val Gin Cys Arg Pro Thr 
130 135 140 

cag gtg cag ctg cga cct gtc cag gtg aga aag ate gag att gtg egg 480 
Gin Val Gin Leu Arg Pro Val Gin Val Arg Lys lie Glu He Val Arg 

145 150 155 160 

aag aag cca ate ttt aag aag gee acg gtg acg ctg gaa gac cac ctg 528 
Lys Lys Pro He Phe Lys Lys Ala Thr Val Thr Leu Glu Asp His Leu 
165 170 175 



7 0 ffifl# 2003-3043330 



#^ 1 1-372826 



gca tgc aag tgt gag aca gtg gca get gca egg cct gtg acc cga age 576 
Ala Cys Lys Cys Glu Thr Val Ala Ala Ala Arg Pro Val Thr Arg Ser 

180 185 190 

ccg ggg ggt tec cag gag cag cga gcc aaa acg ccc caa act egg gtg 624 
Pro Gly Gly Ser Gin Glu Gin Arg Ala Lys Thr Pro Gin Thr Arg Val 
195 200 205 

acc att egg acg gtg cga gtc cgc egg ccc ccc aag ggc aag cac egg 672 
Thr He Arg Thr Val Arg Val Arg Arg Pro Pro Lys Gly Lys His Arg 

210 215 220 

aaa ttc aag cac acg cat gac aag acg gca ctg aag gag acc ctt gga 720 
Lys Phe Lys His Thr His Asp Lys Thr Ala Leu Lys Glu Thr Leu Gly 

225 230 235 240 



gcc 
Ala 



723 



[0 14 0] 

<210> 7 
<211> 155 
<212> PRT 

<213> Homo sapiens 
<400> 7 



ffiHE# 2003-3043330 



4$5(Z i 1 — 372826 



Met Ala Ala Gly Ser lie Thr Thr Leu Pro Ala Leu Pro Glu Asp Gly 

15 10 15 

Gly Ser Gly Ala Phe Pro Pro Gly His Phe Lys Asp Pro Lys Arg Leu 

20 25 30 

Tyr Cys Lys Asn Gly Gly Phe Phe Leu Arg He His Pro Asp Gly Arg 
35 40 45 

Val Asp Gly Val Arg Glu Lys Ser Asp Pro His lie Lys Leu Gin Leu 
50 55 60 

Gin Ala Glu Glu Arg Gly Val Val Ser lie Lys Gly Val Cys Ala Asn 

65 70 75 80 

Arg Tyr Leu Ala Met Lys Glu Asp Gly Arg Leu Leu Ala Ser Lys Cys 

85 90 95 

Val Thr Asp Glu Cys Phe Phe Phe Glu Arg Leu Glu Ser Asn Asn Tyr 
100 105 110 

Asn Thr Tyr Arg Ser Arg Lys Tyr Thr Ser Trp Tyr Val Ala Leu Lys 

115 120 125 

Arg Thr Gly Gin Tyr Lys Leu Gly Ser Lys Thr Gly Pro Gly Gin Lys 

130 135 140 

Ala He Leu Phe Leu Pro Met Ser Ala Lys Ser 

145 150 

7 2 fflliE# 2003-3043330 



11—372826 



[0141] 

<210> 8 
<211> 465 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(468) 

<400> 8 

atg gca gcc ggg age ate acc acg ctg ccc gee ttg ccc gag gat ggc 48 
Met Ala Ala Gly Ser He Thr Thr Leu Pro Ala Leu Pro Glu Asp Gly 

15 10 15 

ggc age ggc gcc ttc ccg ccc ggc cac ttc aag gac ccc aag egg ctg 96 
Gly Ser Gly Ala Phe Pro Pro Gly His Phe Lys Asp Pro Lys Arg Leu 

20 25 30 

tac tgc aaa aac ggg ggc ttc ttc ctg cgc ate cac ccc gac ggc cga 144 
Tyr Cys Lys Asn Gly Gly Phe Phe Leu Arg He His Pro Asp Gly Arg 

35 40 45 

gtt gac ggg gtc egg gag aag age gac cct cac ate aag eta caa ctt 192 
Val Asp Gly Val Arg Glu Lys Ser Asp Pro His He Lys Leu Gin Leu 

50 55 60 

7 3 £fiiiE#2 0 0 3 - 3 0 4 3 3 3 0 



1 1 — 372826 



caa gca gaa gag aga gga gtt gtg tct ate aaa gga gtg tgt get aac 240 
Gin Ala Glu Glu Arg Gly Val Val Ser He Lys Gly Val Cys Ala Asn 

65 70 75 80 

cgt tac ctg get atg aag gaa gat gga aga tta ctg get tct aaa tgt 288 
Arg Tyr Leu Ala Met Lys Glu Asp Gly Arg Leu Leu Ala Ser Lys Cys 

85 90 95 

gtt acg gat gag tgt ttc ttt ttt gaa cga ttg gaa tct aat aac tac 336 
Val Thr Asp Glu Cys Phe Phe Phe Glu Arg Leu Glu Ser Asn Asn Tyr 
100 105 110 

aat act tac egg tea agg aaa tac ace agt tgg tat gtg gca ttg aaa 384 
Asn Thr Tyr Arg Ser Arg Lys Tyr Thr Ser Trp Tyr Val Ala Leu Lys 

115 120 125 

cga act ggg cag tat aaa ctt gga tec aaa aca gga cct ggg cag aaa 432 
Arg Thr Gly Gin Tyr Lys Leu Gly Ser Lys Thr Gly Pro Gly Gin Lys 

130 135 140 

get ata ctt ttt ctt cca atg tct get aag age 465 
Ala He Leu Phe Leu Pro Met Ser Ala Lys Ser 

145 150 155 



[0 14 2] 

<210> 9 
<211> 324 



ffifl3# 2003-3043330 



iff ^ 11-372826 



<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Phe Pro Ser Pro Ala Leu Thr Pro Thr Pro Phe Ser Val Lys Asp 

15 10 15 

He Leu Asn Leu Glu Gin Gin Gin Arg Ser Leu Ala Ala Ala Gly Glu 

20 25 30 

Leu Ser Ala Arg Leu Glu Ala Thr Leu Ala Pro Ser Ser Cys Met Leu 

35 40 45 

Ala Ala Phe Lys Pro Glu Ala Tyr Ala Gly Pro Glu Ala Ala Ala Pro 

50 55 60 

Gly Leu Pro Glu Leu Arg Ala Glu Leu Gly Arg Ala Pro Ser Pro Ala 

65 70 75 80 

Lys Cys Ala Ser Ala Phe Pro Ala Ala Pro Ala Phe Tyr Pro Arg Ala 

85 90 95 

Tyr Ser Asp Pro Asp Pro Ala Lys Asp Pro Arg Ala Glu Lys Lys Glu 

100 105 110 

Leu Cys Ala Leu Gin Lys Ala Val Glu Leu Glu Lys Thr Glu Ala Asp 

115 120 125 

7 5 2003-3043330 



#^2. 11—372826 

Asn Ala Glu Arg Pro Arg Ala Arg Arg Arg Arg Lys Pro Arg Val Leu 

130 135 140 

Phe Ser Gin Ala Gin Val Tyr Glu Leu Glu Arg Arg Phe Lys Gin Gin 

145 150 155 160 

Arg Tyr Leu Ser Ala Pro Glu Arg Asp Gin Leu Ala Ser Val Leu Lys 

165 170 175 

Leu Thr Ser Thr Gin Val Lys He Trp Phe Gin Asn Arg Arg Tyr Lys 

180 185 190 

Cys Lys Arg Gin Arg Gin Asp Gin Thr Leu Glu Leu Val Gly Leu Pro 

195 200 205 

Pro Pro Pro Pro Pro Pro Ala Arg Arg He Ala Val Pro Val Leu Val 

210 215 220 

Arg Asp Gly Lys Pro Cys Leu Gly Asp Ser Ala Pro Tyr Ala Pro Ala 

225 230 235 240 

Tyr Gly Val Gly Leu Asn Pro Tyr Gly Tyr Asn Ala Tyr Pro Ala Tyr 

245 250 255 

Pro Gly Tyr Gly Gly Ala Ala Cys Ser Pro Gly Tyr Ser Cys Thr Ala 

260 265 270 

Ala Tyr Pro Ala Gly Pro Ser Pro Ala Gin Pro Ala Thr Ala Ala Ala 

275 280 285 



2 003-3043330 



1 1—372826 



Asn Asn Asn Phe Val Asn Phe Gly Val Gly Asp Leu Asn Ala Val Gin 

290 295 300 

Ser Pro Gly He Pro Gin Ser Asn Ser Gly Val Ser Thr Leu His Gly 

305 310 315 320 

He Arg Ala Trp 



[0143] 
<210> 10 
<211> 972 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(975) 

<400> 10 

atg ttc ccc age cct get etc acg ccc acg ccc ttc tea gtc aaa gac 48 

Met Phe Pro Ser Pro Ala Leu Thr Pro Thr Pro Phe Ser Val Lys Asp 

1 5 10 15 

ate eta aac ctg gaa cag cag cag cgc age ctg get gee gee gga gag 96 
He Leu Asn Leu Glu Gin Gin Gin Arg Ser Leu Ala Ala Ala Gly Glu 

20 25 30 

7 7 tfJSEftf 2 0 0 3 - 3 0 4 3 3 3 0 



11 — 372826 



etc tct gee cgc ctg gag gcg acc ctg gcg ccc tec tec tgc atg ctg 144 
Leu Ser Ala Arg Leu Glu Ala Thr Leu Ala Pro Ser Ser Cys Met Leu 

35 40 45 

gee gee ttc aag cca gag gee tac get ggg ccc gag gcg get gcg ccg 192 
Ala Ala Phe Lys Pro Glu Ala Tyr Ala Gly Pro Glu Ala Ala Ala Pro 

50 55 60 

ggc etc cca gag ctg cgc gca gag ctg ggc cgc gcg cct tea ccg gee 240 
Gly Leu Pro Glu Leu Arg Ala Glu Leu Gly Arg Ala Pro Ser Pro Ala 
65 70 75 80 

aag tgt gcg tct gee ttt ccc gee gee ccc gee ttc tat cca cgt gee 288 
Lys Cys Ala Ser Ala Phe Pro Ala Ala Pro Ala Phe Tyr Pro Arg Ala 

85 90 95 

tac age gac ccc gac cca gec aag gac cct aga gec gaa aag aaa gag 336 
Tyr Ser Asp Pro Asp Pro Ala Lys Asp Pro Arg Ala Glu Lys Lys Glu 

100 105 110 

ctg tgc gcg ctg cag aag gcg gtg gag ctg gag aag aca gag gcg gac 384 
Leu Cys Ala Leu Gin Lys Ala Val Glu Leu Glu Lys Thr Glu Ala Asp 

115 120 125 

aac gcg gag egg ccc egg gcg cga egg egg agg aag ccg cgc gtg etc 432 
Asn Ala Glu Arg Pro Arg Ala Arg Arg Arg Arg Lys Pro Arg Val Leu 

130 135 140 

7 8 2003-3043330 



i 1 — 372826 

ttc teg cag gcg cag gtc tat gag ctg gag egg cgc ttc aag cag cag 480 
Phe Ser Gin Ala Gin Val Tyr Glu Leu Glu Arg Arg Phe Lys Gin Gin 
145 150 155 160 

egg tac ctg teg gee ccc gaa cgc gac cag ctg gec age gtg ctg aaa 528 
Arg Tyr Leu Ser Ala Pro Glu Arg Asp Gin Leu Ala Ser Val Leu Lys 

165 170 175 

etc acg tec acg cag gtc aag ate tgg ttc cag aac egg cgc tac aag 576 
Leu Thr Ser Thr Gin Val Lys He Trp Phe Gin Asn Arg Arg Tyr Lys 
180 185 190 

tgc aag egg cag egg cag gac cag act ctg gag ctg gtg ggg ctg ccc 624 
Cys Lys Arg Gin Arg Gin Asp Gin Thr Leu Glu Leu Val Gly Leu Pro 

195 200 205 

ccg ccg ccg ccg ccg cct gee cgc agg ate gcg gtg cca gtg ctg gtg 672 
Pro Pro Pro Pro Pro Pro Ala Arg Arg lie Ala Val Pro Val Leu Val 

210 215 220 

cgc gat ggc aag cca tgc eta ggg gac teg gcg ccc tac gcg cct gee 720 
Arg Asp Gly Lys Pro Cys Leu Gly Asp Ser Ala Pro Tyr Ala Pro Ala 

225 230 235 240 

tac ggc gtg ggc etc aat ccc tac ggt tat aac gee tac ccc gee tat 768 
Tyr Gly Val Gly Leu Asn Pro Tyr Gly Tyr Asn Ala Tyr Pro Ala Tyr 

245 250 255 

ccg ggt tac ggc ggc gcg gec tgc age cct ggc tac age tgc act gee 816 



ffi!iE4#2 003-3043330 



#5p 11—372826 

Gly Ala Ala Cys Ser Pro Gly Tyr Ser Cys Thr Ala 

265 270 

get tac ccc gcc ggg cct tec cca gcg cag ccg gcc act gcc gcc gcc 864 
Ala Tyr Pro Ala Gly Pro Ser Pro Ala Gin Pro Ala Thr Ala Ala Ala 

275 280 285 

aac aac aac ttc gtg aac ttc ggc gtc ggg gac ttg aat gcg gtt cag 912 
Asn Asn Asn Phe Val Asn Phe Gly Val Gly Asp Leu Asn Ala Val Gin 

290 295 300 

age ccc ggg att ccg cag age aac teg gga gtg tec acg ctg cat ggt 960 
Ser Pro Gly He Pro Gin Ser Asn Ser Gly Val Ser Thr Leu His Gly 

305 310 315 320 

ate cga gcc tgg 972 
He Arg Ala Trp 
324 



Pro Gly Tyr Gly 
260 



[0144] 
<210> 11 
<211> 442 
<212> PRT 

<213> Homo sapiens 
<400> 11 



Met Tyr Gin Ser Leu Ala Met Ala Ala Asn His Gly Pro Pro Pro Gly 

8 0 2003-3043330 



i 1—372826 

10 15 

Ala Tyr Gin Ala Gly Gly Pro Gly Pro Phe Met His Gly Ala Gly Ala 
20 25 30 

Ala Ser Ser Pro Val Tyr Leu Pro Thr Pro Arg Val Pro Ser Ser Val 

35 40 45 

Leu Gly Leu Ser Tyr Leu Gin Gly Gly Gly Ala Gly Ser Ala Ser Gly 

50 55 60 

Gly Pro Ser Gly Gly Ser Pro Gly Gly Ala Ala Ser Gly Ala Gly Pro 
65 70 75 80 




Gly Thr Gin Gin Gly Ser Pro Gly Trp Ser Gin Ala Gly Ala Thr Gly 

85 90 95 

Ala Ala Tyr Thr Pro Pro Pro Val Ser Pro Arg Phe Ser Phe Pro Gly 
100 105 110 

Thr Thr Gly Ser Leu Ala Ala Ala Ala Ala Ala Ala Ala Ala Arg Glu 

115 120 125 

Ala Ala Ala Tyr Ser Ser Gly Gly Gly Ala Ala Gly Ala Gly Leu Ala 

130 135 140 

Gly Arg Glu Gin Tyr Gly Arg Ala Gly Phe Ala Gly Ser Tyr Ser Ser 

145 150 155 160 



2003-3043330 



11—372826 



Pro Tyr Pro Ala Tyr Met Ala Asp Val Gly Ala Ser Trp Ala Ala Ala 

165 170 175 

Ala Ala Ala Ser Ala Gly Pro Phe Asp Ser Pro Val Leu His Ser Leu 
180 185 190 

Pro Gly Arg Ala Asn Pro Ala Ala Arg His Pro Asn Leu Asp Met Phe 
195 200 205 

Asp Asp Phe Ser Glu Gly Arg Glu Cys Val Asn Cys Gly Ala Met Ser 

210 215 220 

Thr Pro Leu Trp Arg Arg Asp Gly Thr Gly His Tyr Leu Cys Asn Ala 

225 230 235 240 

Cys Gly Leu Tyr His Lys Met Asn Gly lie Asn Arg Pro Leu He Lys 

245 250 255 

Pro Gin Arg Arg Leu Ser Ala Ser Arg Arg Val Gly Leu Ser Cys Ala 

260 265 270 

Asn Cys Gin Thr Thr Thr Thr Thr Leu Trp Arg Arg Asn Ala Glu Gly 

275 280 285 

Glu Pro Val Cys Asn Ala Cys Gly Leu Tyr Met Lys Leu His Gly Val 

290 295 300 

Pro Arg Pro Leu Ala Met Arg Lys Glu Gly He Gin Thr Arg Lys Arg 

305 310 315 320 



8 2 2003-3043330 



#^ 11—372826 



Lys Pro Lys Asn Leu Asn Lys Ser Lys Thr Pro Ala Ala Pro Ser Gly 
325 330 335 

Ser Glu Ser Leu Pro Pro Ala Ser Gly Ala Ser Ser Asn Ser Ser Asn 

340 345 350 

Ala Thr Thr Ser Ser Ser Glu Glu Met Arg Pro He Lys Thr Glu Pro 

355 360 365 

Gly Leu Ser Ser His Tyr Gly His Ser Ser Ser Val Ser Gin Thr Phe 

370 375 380 

Ser Val Ser Ala Met Ser Gly His Gly Pro Ser He His Pro Val Leu 

385 390 395 400 

Ser Ala Leu Lys Leu Ser Pro Gin Gly Tyr Ala Ser Pro Val Ser Gin 

405 410 415 

Ser Pro Gin Thr Ser Ser Lys Gin Asp Ser Trp Asn Ser Leu Val Leu 

420 425 430 



Ala Asp Ser His Gly Asp. He lie Thr Ala 

435 440 



[0 14 5] 
<210> 12 
<211> 1326 



ffi|E4# 2003-3043330 



11—372826 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(1329) 

<400> 12 

atg tat cag age ttg gec atg gec gec aac cac ggg ccg ccc ccc ggt 48 

Met Tyr Gin Ser Leu Ala Met Ala Ala Asn His Gly Pro Pro Pro Gly 

15 10 15 

gec tac cag gcg ggc ggc ccc ggc ccc ttc atg cac ggc gcg ggc gec 96 
Ala Tyr Gin Ala Gly Gly Pro Gly Pro Phe Met His Gly Ala Gly Ala 

20 25 30 

gcg tec teg cca gtc tac ctg ccc aca ccg egg gtg ccc tec tec gtt 144 
Ala Ser Ser Pro Val Tyr Leu Pro Thr Pro Arg Val Pro Ser Ser Val 

35 40 45 

ctg ggc ctg tec tac etc cag ggc gga ggc gcg ggc tct gcg tec gga 192 
Leu Gly Leu Ser Tyr Leu Gin Gly Gly Gly Ala Gly Ser Ala Ser Gly 

50 55 60 

ggc ccc teg ggc ggc age ccc ggt ggg gec gcg tct ggt gcg ggg ccc 240 
Gly Pro Ser Gly Gly Ser Pro Gly Gly Ala Ala Ser Gly Ala Gly Pro 

65 70 75 80 



tfJSHf 2003-3043330 



l 1—372826 



ggg acc cag cag ggc age ccg gga tgg age cag gcg gga gcg acc gga 288 
Gly Thr Gin Gin Gly Ser Pro Gly Trp Ser Gin Ala Gly Ala Thr Gly 
85 90 95 

gee get tac acc ccg ccg ccg gtg teg ccg cgc ttc tec ttc ccg ggg 336 
Ala Ala Tyr Thr Pro Pro Pro Val Ser Pro Arg Phe Ser Phe Pro Gly 

100 105 110 

acc acc ggg tec ctg gcg gcg gcg gcg gcg get gee gee gee egg gaa 384 
Thr Thr Gly Ser Leu Ala Ala Ala Ala Ala Ala Ala Ala Ala Arg Glu 
115 120 125 

get gcg gee tac age agt ggc ggc gga gcg gcg ggt gcg ggc ctg gcg 432 
Ala Ala Ala Tyr Ser Ser Gly Gly Gly Ala Ala Gly Ala Gly Leu Ala 

130 135 140 

ggc cgc gag cag tac ggg cgc gee ggc ttc gcg ggc tec tac tec age 480 
Gly Arg Glu Gin Tyr Gly Arg Ala Gly Phe Ala Gly Ser Tyr Ser Ser 

145 150 155 160 

ccc tac ccg get tac atg gee gac gtg ggc gcg tec tgg gee gca gee 528 
Pro Tyr Pro Ala Tyr Met Ala Asp Val Gly Ala Ser Trp Ala Ala Ala 

165 170 175 

gee gee gee tec gee ggc ccc ttc gac age ccg gtc ctg cac age ctg 576 
Ala Ala Ala Ser Ala Gly Pro Phe Asp Ser Pro Val Leu His Ser Leu 

180 185 190 

ccc ggc egg gee aac ccg gee gec cga cac ccc aat etc gat atg ttt 624 

8 5 ffJSE# 2003-3043330 



i 1-372826 

Pro Gly Arg Ala Asn Pro Ala Ala Arg His Pro Asn Leu Asp Met Phe 

195 200 205 

gac gac ttc tea gaa ggc aga gag tgt gtc aac tgt ggg get atg tec 672 
Asp Asp Phe Ser Glu Gly Arg Glu Cys Val Asn Cys Gly Ala Met Ser 

210 215 220 

ace ccg etc tgg agg cga gat ggg acg ggt cac tat ctg tgc aac gee 720 
Thr Pro Leu Trp Arg Arg Asp Gly Thr Gly His Tyr Leu Cys Asn Ala 

225 230 235 240 

tgt ggc etc tac cac aag atg aac ggc ate aac egg ccg etc ate aag 768 
Cys Gly Leu Tyr His Lys Met Asn Gly He Asn Arg Pro Leu He Lys 

245 250 255 

cct cag cgc egg ctg tec gee tec cgc cga gtg ggc etc tec tgt gee 816 
Pro Gin Arg Arg Leu Ser Ala Ser Arg Arg Val Gly Leu Ser Cys Ala 

260 265 270 

aac tgc cag ace acc acc acc acg ctg tgg cgc cgc aat gcg gag ggc 864 
Asn Cys Gin Thr Thr Thr Thr Thr Leu Trp Arg Arg Asn Ala Glu Gly 

275 280 285 

gag cct gtg tgc aat gee tgc ggc etc tac atg aag etc cac ggg gtg 912 
Glu Pro Val Cys Asn Ala Cys Gly Leu Tyr Met Lys Leu His Gly Val 

290 295 300 

ccc agg cct ctt gca atg egg aaa gag ggg ate caa acc aga aaa egg 960 
Pro Arg Pro Leu Ala Met Arg Lys Glu Gly He Gin Thr Arg Lys Arg 



ffi§E# 2 003-3043330 



1 1-372826 



305 310 315 320 

aag ccc aag aac ctg aat aaa tct aag aca cca gca get cct tea ggc 1008 
Lys Pro Lys Asn Leu Asn Lys Ser Lys Thr Pro Ala Ala Pro Ser Gly 

325 330 335 

agt gag age ctt cct ccc gec age ggt get tec age aac tec age aac 1056 
Ser Glu Ser Leu Pro Pro Ala Ser Gly Ala Ser Ser Asn Ser Ser Asn 

340 345 350 

gee ace ace age age age gag gag atg cgt ccc ate aag acg gag cct 1104 
Ala Thr Thr Ser Ser Ser Glu Glu Met Arg Pro He Lys Thr Glu Pro 

355 360 365 

ggc ctg tea tct cac tac ggg cac age age tec gtg tec cag acg ttc 1152 
Gly Leu Ser Ser His Tyr Gly His Ser Ser Ser Val Ser Gin Thr Phe 

370 375 380 

tea gtc agt gcg atg tct ggc cat ggg ccc tec ate cac cct gtc etc 1200 
Ser Val Ser Ala Met Ser Gly His Gly Pro Ser He His Pro Val Leu 

385 390 395 400 

teg gee ctg aag etc tec cca caa ggc tat gcg tct ccc gtc age cag 1248 
Ser Ala Leu Lys Leu Ser Pro Gin Gly Tyr Ala Ser Pro Val Ser Gin 
405 410 415 

tct cca cag ace age tec aag cag gac tct tgg aac agt ctg gtc ttg 1296 
Ser Pro Gin Thr Ser Ser Lys Gin Asp Ser Trp Asn Ser Leu Val Leu 

420 425 430 

8 7 ffi£E# 2003-3043330 



f#¥ 11—372826 



gcc gac agt cac ggg gac ata ate act gcg 
Ala Asp Ser His Gly Asp He He Thr Ala 

435 440 



1326 



[0 14 6] 
<210> 13 
<211> 507 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Met Gly Arg Lys Lys He Gin He Thr Arg He Met Asp Glu Arg Asn 

15 10 15 

Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 

35 40 45 

Asn Ser Ser Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 
50 55 60 

Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 
65 70 75 80 



ffiSE# 2003-3043330 



#32 11—372826 

Asn Ser Asp lie Val Glu Ala Leu Asn Lys Lys Glu His Arg Gly Cys 

85 90 95 

Asp Ser Pro Asp Pro Asp Thr Ser Tyr Val Leu Thr Pro His Thr Glu 
100 105 110 

Glu Lys Tyr Lys Lys He Asn Glu Glu Phe Asp Asn Met Met Arg Asn 
115 120 125 

His Lys He Ala Pro Gly Leu Pro Pro Gin Asn Phe Ser Met Ser Val 

130 135 140 

Thr Val Pro Val Thr Ser Pro Asn Ala Leu Ser Tyr Thr Asn Pro Gly 

145 150 155 160 

Ser Ser Leu Val Ser Pro Ser Leu Ala Ala Ser Ser Thr Leu Thr Asp 

165 170 175 

Ser Ser Met Leu Ser Pro Pro Gin Thr Thr Leu His Arg Asn Val Ser 

180 185 190 

Pro Gly Ala Pro Gin Arg Pro Pro Ser Thr Gly Asn Ala Gly Gly Met 

195 200 205 

Leu Ser Thr Thr Asp Leu Thr Val Pro Asn Gly Ala Gly Ser Ser Pro 

210 215 220 

Val Gly Asn Gly Phe Val Asn Ser Arg Ala Ser Pro Asn Leu He Gly 

225 230 235 240 



ffifEE# 2003-3043330 



i 1—372826 



Ala Thr Gly Ala Asn Ser Leu Gly Lys Val Met Pro Thr Lys Ser Pro 

245 250 255 

Pro Pro Pro Gly Gly Gly Asn Leu Gly Met Asn Ser Arg Lys Pro Asp 

260 265 270 

Leu Arg Val Val He Pro Pro Ser Ser Lys Gly Met Met Pro Pro Leu 

275 280 285 

Ser Glu Glu Glu Glu Leu Glu Leu Asn Thr Gin Arg He Ser Ser Ser 

290 295 300 

Gin Ala Thr Gin Pro Leu Ala Thr Pro Val Val Ser Val Thr Thr Pro 

305 310 315 320 

Ser Leu Pro Pro Gin Gly Leu Val Tyr Ser Ala Met Pro Thr Ala Tyr 

325 330 335 

Asn Thr Asp Tyr Ser Leu Thr Ser Ala Asp Leu Ser Ala Leu Gin Gly 

340 345 350 

Phe Asn Ser Pro Gly Met Leu Ser Leu Gly Gin Val Ser Ala Trp Gin 

355 360 365 

Gin His His Leu Gly Gin Ala Ala Leu Ser Ser Leu Val Ala Gly Gly 

370 375 380 

Gin Leu Ser Gin Gly Ser Asn Leu Ser He Asn Thr Asn Gin Asn He 

9 0 mil#2 0 0 3 - 3 0 4 3 3 3 0 



l 1-372826 
385 390 395 400 

Ser He Lys Ser Glu Pro lie Ser Pro Pro Arg Asp Arg Met Thr Pro 

405 410 415 

Ser Gly Phe Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Pro Pro 

420 425 430 

Pro Pro Pro Gin Pro Gin Pro Gin Pro Pro Gin Pro Gin Pro Arg Gin 

435 440 445 

Glu Met Gly Arg Ser Pro Val Asp Ser Leu Ser Ser Ser Ser Ser Ser 

450 455 460 

Tyr Asp Gly Ser Asp Arg Glu Asp Pro Arg Gly Asp Phe His Ser Pro 

465 470 475 480 

He Val Leu Gly Arg Pro Pro Asn Thr Glu Asp Arg Glu Ser Pro Ser 

485 490 495 

Val Lys Arg Met Arg Met Asp Ala Trp Val Thr 

500 505 



[0 14 7] 
<210> 14 
<211> 1521 
<212> DNA 

<213> Homo sapiens 



miE#2 003-3043330 



i 1-372826 



<220> 

<221> CDS 

<223> (1)..(1524) 

<400> 14 

atg ggg egg aag aaa ata caa ate aca cgc ata atg gat gaa agg aac 48 
Met Gly Arg Lys Lys He Gin He Thr Arg He Met Asp Glu Arg Asn 
15 10 15 

cga cag gtc act ttt aca aag aga aag ttt gga tta atg aag aaa gec 96 
Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

tat gaa ctt agt gtg etc tgt gac tgt gaa ata gca etc ate att ttc 144 
Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 
35 40 45 

aac age tct aac aaa ctg ttt caa tat get age act gat atg gac aaa 192 
Asn Ser Ser Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 

50 55 ' 60 

gtt ctt etc aag tat aca gaa tat aat gaa cct cat gaa age aga acc 240 
Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 

65 70 75 80 

aac teg gat att gtt gag get ctg aac aag aag gaa cac aga ggg tgc 288 
Asn Ser Asp He Val Glu Ala Leu Asn Lys Lys Glu His Arg Gly Cys 

9 2 ffiil#2 0 0 3 - 3 0 4 3 3 3 0 



1 1—372826 



85 90 95 

gac age cca gac cct gat act tea tat gtg eta act cca cat aca gaa 336 
Asp Ser Pro Asp Pro Asp Thr Ser Tyr Val Leu Thr Pro His Thr Glu 

100 105 110 

gaa aaa tat aaa aaa att aat gag gaa ttt gat aat atg atg egg aat 384 
Glu Lys Tyr Lys Lys lie Asn Glu Glu Phe Asp Asn Met Met Arg Asn 

115 120 125 

cat aaa ate gca cct ggt ctg cca cct cag aac ttt tea atg tct gtc 432 
His Lys He Ala Pro Gly Leu Pro Pro Gin Asn Phe Ser Met Ser Val 

130 135 140 

aca gtt cca gtg ace age ccc aat get ttg tec tac act aac cca ggg 480 
Thr Val Pro Val Thr Ser Pro Asn Ala Leu Ser Tyr Thr Asn Pro Gly 

145 150 155 160 

agt tea ctg gtg tec cca tct ttg gca gee age tea acg tta aca gat 528 
Ser Ser Leu Val Ser Pro Ser Leu Ala Ala Ser Ser Thr Leu Thr Asp 

165 170 175 

tea age atg etc tct cca cct caa acc aca tta cat aga aat gtg tct 576 
Ser Ser Met Leu Ser Pro Pro Gin Thr Thr Leu His Arg Asn Val Ser 
180 185 190 

cct gga get cct cag aga cca cca agt act ggc aat gca ggt ggg atg 624 
Pro Gly Ala Pro Gin Arg Pro Pro Ser Thr Gly Asn Ala Gly Gly Met 

195 200 205 



9 3 2 0 0 3 - 3 0 4 3 3 3 0 



i 1—372826 



ttg age act aca gac etc aca gtg cca aat gga get gga age agt cca 672 
Leu Ser Thr Thr Asp Leu Thr Val Pro Asn Gly Ala Gly Ser Ser Pro 

210 215 220 

gtg ggg aat gga ttt gta aac tea aga get tct cca aat ttg att gga 720 
Val Gly Asn Gly Phe Val Asn Ser Arg Ala Ser Pro Asn Leu He Gly 

225 230 235 240 

get act ggt gca aat age tta ggc aaa gtc atg cct aca aag tct ccc 768 
Ala Thr Gly Ala Asn Ser Leu Gly Lys Val Met Pro Thr Lys Ser Pro 

245 . 250 255 

cct cca cca ggt ggt ggt aat ctt gga atg aac agt agg aaa cca gat 816 
Pro Pro Pro Gly Gly Gly Asn Leu Gly Met Asn Ser Arg Lys Pro Asp 

260 265 270 

ctt cga gtt gtc ate ccc cct tea age aag ggc atg atg cct cca eta 864 
Leu Arg Val Val He Pro Pro Ser Ser Lys Gly Met Met Pro Pro Leu 

275 280 285 

teg gag gaa gag gaa ttg gag ttg aac ace caa agg ate agt agt tct 912 
Ser Glu Glu Glu Glu Leu Glu Leu Asn Thr Gin Arg He Ser Ser Ser 

290 295 300 

caa gee act caa cct ctt get acc cca gtc gtg tct gtg aca ace cca 960 
Gin Ala Thr Gin Pro Leu Ala Thr Pro Val Val Ser Val Thr Thr Pro 

305 310 315 320 



9 4 M2 0 0 3 - 3 0 4 3 3 3 0 



11-372826 



age ttg cct ccg caa gga ctt gtg tac tea gca atg ccg act gee tac 
Ser Leu Pro Pro Gin Gly Leu Val Tyr Ser Ala Met Pro Thr Ala Tyr 

325 330 335 



1008 



aac act gat tat tea ctg acc age get gac ctg tea gee ctt caa ggc 1056 
Asn Thr Asp Tyr Ser Leu Thr Ser Ala Asp Leu Ser Ala Leu Gin Gly 

340 345 350 



ttc aac teg cca gga atg ctg teg ctg gga cag gtg teg gee tgg cag 1104 
Phe Asn Ser Pro Gly Met Leu Ser Leu Gly Gin Val Ser Ala Trp Gin 

355 360 365 



cag cac cac eta gga caa gca gee etc age tct ctt gtt get gga ggg 1152 
Gin His His Leu Gly Gin Ala Ala Leu Ser Ser Leu Val Ala Gly Gly 

370 375 380 



cag tta tct cag ggt tec aat tta tec 
Gin Leu Ser Gin Gly Ser Asn Leu Ser 

385 390 

age ate aag tec gaa ccg att tea cct 
Ser He Lys Ser Glu Pro lie Ser Pro 
405 

teg ggc ttc cag cag cag cag cag cag 
Ser Gly Phe Gin Gin Gin Gin Gin Gin 

420 425 



att aat acc aac caa aac ate 1200 
He Asn Thr Asn Gin Asn He 

395 400 

cct egg gat cgt atg acc cca 1248 
Pro Arg Asp Arg Met Thr Pro 

410 415 

cag cag cag cag cag ccg ccg 1296 
Gin Gin Gin Gin Gin Pro Pro 

430 



cca cca ccg cag ccc cag cca caa ccc ccg cag ccc cag ccc cga cag 1344 



ffi|E#2 003-3043330 
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Pro Pro Pro Gin Pro Gin Pro Gin Pro Pro Gin Pro Gin Pro Arg Gin 

435 440 445 

gaa atg ggg cgc tec cct gtg gac agt ctg age age tct agt age tec 1392 
Glu Met Gly Arg Ser Pro Val Asp Ser Leu Ser Ser Ser Ser Ser Ser 

450 455 460 

tat gat ggc agt gat egg gag gat cca egg ggc gac ttc cat tct cca 1440 
Tyr Asp Gly Ser Asp Arg Glu Asp Pro Arg Gly Asp Phe His Ser Pro 

465 470 475 480 

att gtg ctt ggc cga ccc cca aac act gag gac aga gaa age cct tct 1488 
He Val Leu Gly Arg Pro Pro Asn Thr Glu Asp Arg Glu Ser Pro Ser 

485 490 495 

gta aag cga atg agg atg gac gcg tgg gtg acc 1521 
Val Lys Arg Met Arg Met Asp Ala Trp Val Thr 

500 505 



[0 14 8] 
<210> 15 
<211> 365 
<212> PRT 

<213> Homo sapiens 
<400> 15 



Met Gly Arg Lys Lys He Gin He Ser Arg He Leu Asp Gin Arg Asn 

9 6 ffiliE#2 0 0 3 - 3 0 4 3 3 3 0 



1 1 — 372826 



10 



15 



Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 

35 40 45 

Asn Ser Ala Asn Arg Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Arg 

50 55 60 

Val Leu Leu Lys Tyr Thr Glu Tyr Ser Glu Pro His Glu Ser Arg Thr 
65 70 75 80 

Asn Thr Asp He Leu Glu Thr Leu Lys Arg Arg Gly He Gly Leu Asp 

85 90 95 

Gly Pro Glu Leu Glu Pro Asp Glu Gly Pro Glu Glu Pro Gly Glu Lys 

100 105 110 

Phe Arg Arg Leu Ala Gly Glu Gly Gly Asp Pro Ala Leu Pro Arg Pro 

115 120 125 

Arg Leu Tyr Pro Ala Ala Pro Ala Met Pro Ser Pro Asp Val Val Tyr 

130 135 140 



Gly Ala Leu Pro Pro Pro Gly Cys Asp Pro Ser Gly Leu Gly Glu Ala 

145 150 155 160 



£BliE4# 2003-3043330 



1 1 — 372826 

Leu Pro Ala Gin Ser Arg Pro Ser Pro Phe Arg Pro Ala Ala Pro Lys 

165 170 175 

Ala Gly Pro Pro Gly Leu Val His Pro Leu Phe Ser Pro Ser His Leu 
180 185 190 

Thr Ser Lys Thr Pro Pro Pro Leu Tyr Leu Pro Thr Glu Gly Arg Arg 
195 200 205 

Ser Asp Leu Pro Gly Gly Leu Ala Gly Pro Arg Gly Gly Leu Asn Thr 

210 215 220 

Ser Arg Ser Leu Tyr Ser Gly Leu Gin Asn Pro Cys Ser Thr Ala Thr 

225 230 235 240 

Pro Gly Pro Pro Leu Gly Ser Phe Pro Phe Leu Pro Gly Gly Pro Pro 

245 250 255 

Val Gly Ala Glu Ala Trp Ala Arg Arg Val Pro Gin Pro Ala Ala Pro 

260 265 270 

Pro Arg Arg Pro Pro Gin Ser Ala Ser Ser Leu Ser Ala Ser Leu Arg 

275 280 285 

Pro Pro Gly Ala Pro Ala Thr Phe Leu Arg Pro Ser Pro He Pro Cys 

290 295 300 

Ser Ser Pro Gly Pro Trp Gin Ser Leu Cys Gly Leu Gly Pro Pro Cys 

305 310 315 320 



9 8 ajliE# 2003-3043330 



11-372826 



Ala Gly Cys Pro Trp Pro Thr Ala Gly Pro Gly Arg Arg Ser Pro Gly 

325 330 335 

Gly Thr Ser Pro Glu Arg Ser Pro Gly Thr Ala Arg Ala Arg Gly Asp 

340 345 350 

Pro Thr Ser Leu Gin Ala Ser Ser .Glu Lys Thr Gin Gin 

355 360 



[0149] 
<210> 16 
<211> 1095 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(1098) 

<400> 16 

atg ggg agg aaa aaa ate cag ate tec cgc ate ctg gac caa agg aat 48 
Met Gly Arg Lys Lys He Gin He Ser Arg He Leu Asp Gin Arg Asn 

15 10 15 

egg cag gtg acg ttc acc aag egg aag ttc ggg ctg atg aag aag gee 96 
Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 



ffiSE#2 003-3043330 



20 



#^ 1 1—372826 
25 30 



tat gag ctg age gtg etc tgt gac tgt gag ata gec etc ate ate ttc 144 
Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu lie Ala Leu lie He Phe 

35 40 45 

aac age gee aac cgc etc ttc cag tat gee age acg gac atg gac cgt 192 
Asn Ser Ala Asn Arg Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Arg 

50 55 60 

gtg ctg ctg aag tac aca gag tac age gag ccc cac gag age cgc acc 240 
Val Leu Leu Lys Tyr Thr Glu Tyr Ser Glu Pro His Glu Ser Arg Thr 

65 70 75 80 

aac act gac ate etc gag acg ctg aag egg agg ggc att ggc etc gat 288 
Asn Thr Asp He Leu Glu Thr Leu Lys Arg Arg Gly He Gly Leu Asp 

85 90 95 

ggg cca gag ctg gag ccg gat gaa ggg cct gag gag cca gga gag aag 336 
Gly Pro Glu Leu Glu Pro Asp Glu Gly Pro Glu Glu Pro Gly Glu Lys 
100 105 110 

ttt egg agg ctg gca ggc gaa ggg ggt gat ccg gee ttg ccc cga ccc 384 
Phe Arg Arg Leu Ala Gly Glu Gly Gly Asp Pro Ala Leu Pro Arg Pro 

115 120 125 

egg ctg tat cct gca get cct get atg ccc age cca gat gtg gta tac 432 
Arg Leu Tyr Pro Ala Ala Pro Ala Met Pro Ser Pro Asp Val Val Tyr 

130 135 140 

10 0 ffi!E4# 2003-3043330 
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ggg gcc tta ccg cca cca ggc tgt gac ccc agt ggg ctt ggg gaa gca 480 
Gly Ala Leu Pro Pro Pro Gly Cys Asp Pro Ser Gly Leu Gly Glu Ala 

145 150 155 160 

ctg ccc gcc cag age cgc cca tct ccc ttc cga cca gca gcc ccc aaa 528 
Leu Pro Ala Gin Ser Arg Pro Ser Pro Phe Arg Pro Ala Ala Pro Lys 

165 170 175 

gcc ggg ccc cca ggc ctg gtg cac cct etc ttc tea cca age cac etc 576 
Ala Gly Pro Pro Gly Leu Val His Pro Leu Phe Ser Pro Ser His Leu 
180 185 190 

acc age aag aca cca ccc cca ctg tac ctg ccg acg gaa ggg egg agg 624 
Thr Ser Lys Thr Pro Pro Pro Leu Tyr Leu Pro Thr Glu Gly Arg Arg 

195 200 205 

tea gac ctg cct ggt ggc ctg get ggg ccc cga ggg gga eta aac acc 672 
Ser Asp Leu Pro Gly Gly Leu Ala Gly Pro Arg Gly Gly Leu Asn Thr 

210 215 220 

tec aga age etc tac agt ggc ctg cag aac ccc tgc tec act gca act 720 
Ser Arg Ser Leu Tyr Ser Gly Leu Gin Asn Pro Cys Ser Thr Ala Thr 

225 230 235 240 

ccc gga ccc cca ctg ggg age ttc ccc ttc etc ccc gga ggc ccc cca 768 
Pro Gly Pro Pro Leu Gly Ser Phe Pro Phe Leu Pro Gly Gly Pro Pro 

245 250 255 



10 1 



ffill#2 003-3043330 



11 — 



3 7 2 8 2 6 



agg agg gtc ccc caa ccc gcg gcg cct 816 
Arg Arg Val Pro Gin Pro Ala Ala Pro 

265 270 

ccc cgc cga ccc ccc cag tea gca tea agt ctg age gee tct etc egg 864 
Pro Arg Arg Pro Pro Gin Ser Ala Ser Ser Leu Ser Ala Ser Leu Arg 

275 280 285 

ccc ccg ggg gee ccg gcg act ttc eta aga cct tec cct ate cct tgc 912 
Pro Pro Gly Ala Pro Ala Thr Phe Leu Arg Pro Ser Pro He Pro Cys 

290 295 300 

tec teg ccc ggt ccc tgg cag age etc tgc ggc ctg ggc ccg ccc tgc 960 
Ser Ser Pro Gly Pro Trp Gin Ser Leu Cys Gly Leu Gly Pro Pro Cys 

305 310 315 320 

gec ggc tgc cct tgg ccg acg get ggc ccc ggt agg aga tea ccc ggt 1008 
Ala Gly Cys Pro Trp Pro Thr Ala Gly Pro Gly Arg Arg Ser Pro Gly 

325 330 335 

ggc ace age cca gag cgc teg cca ggt acg gcg agg gca cgt ggg gac 1056 
Gly Thr Ser Pro Glu Arg Ser Pro Gly Thr Ala Arg Ala Arg Gly Asp 

340 345 350 

ccc acc tec etc cag gee tct tea gag aag acc caa cag 1095 
Pro Thr Ser Leu Gin Ala Ser Ser Glu Lys Thr Gin Gin 

355 360 365 



gtg ggg gee gaa gee tgg gcg 
Val Gly Ala Glu Ala Trp Ala 

260 



10 2 
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#3* i 1—372826 



[0 15 0] 
<210> 17 
<211> 465 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Met Gly Arg Lys Lys He Gin He Thr Arg lie Met Asp Glu Arg Asn 

15 10 15 

Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 

35 40 45 

Asn Ser Thr Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 

50 55 60 

Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 

65 70 75 80 

Asn Ser Asp He Val Glu Thr Leu Arg Lys Lys Gly Leu Asn Gly Cys 

85 90 95 

Asp Ser Pro Asp Pro Asp Ala Asp Asp Ser Val Gly His Ser Pro Glu 
100 105 110 

103 flJH# 2 0 0 3 - 3 0 4 3 3 3 0 
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Ser Glu Asp Lys Tyr Arg Lys He Asn Glu Asp He Asp Leu Met He 

115 120 125 

Ser Arg Gin Arg Leu Cys Ala Val Pro Pro Pro Asn Phe Glu Met Pro 

130 135 140 

Val Ser He Pro Val Ser Ser His Asn Ser Leu Val Tyr Ser Asn Pro 
145 150 155 160 

Val Ser Ser Leu Gly Asn Pro Asn Leu Leu Pro Leu Ala His Pro Ser 
165 170 175 

Leu Gin Arg Asn Ser Met Ser Pro Gly Val Thr His Arg Pro Pro Ser 
180 185 190 

Ala Gly Asn Thr Gly Gly Leu Met Gly Gly Asp Leu Thr Ser Gly Ala 
195 200 205 

Gly Thr Ser Ala Gly Asn Gly Tyr Gly Asn Pro Arg Asn Ser Pro Gly 

210 215 220 

Leu Leu Val Ser Pro Gly Asn Leu Asn Lys Asn Met Gin Ala Lys Ser 

225 230 235 240 

Pro Pro Pro Met Asn Leu Gly Met Asn Asn Arg Lys Pro Asp Leu Arg 

245 250 255 



Val Leu He Pro Pro Gly Ser Lys Asn Thr Met Pro Ser Val Asn Gin 

260 265 270 



10 4 



ajl£4# 2 003-3043330 
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Arg He. Asn Asn Ser Gin Ser Ala Gin Ser Leu Ala Thr Pro Val Val 

275 280 285 

Ser Val Ala Thr Pro Thr Leu Pro Gly Gin Gly Met Gly Gly Tyr Pro 

290 295 300 

Ser Ala He Ser Thr Thr Tyr Gly Thr Glu Tyr Ser Leu Ser Ser Ala 

305 310 315 320 

Asp Leu Ser Ser Leu Ser Gly Phe Asn Thr Ala Ser Ala Leu His Leu 

325 330 335 

Gly Ser Val Thr Gly Trp Gin Gin Gin His Leu His Asn Met Pro Pro 

340 345 350 

Ser Ala Leu Ser Gin Leu Gly Ala Cys Thr Ser Thr His Leu Ser Gin 

355 360 365 

Ser Ser Asn Leu Ser Leu Pro Ser Thr Gin Ser Leu Asn lie Lys Ser 

370 375 380 

Glu Pro Val Ser Pro Pro Arg Asp Arg Thr Thr Thr Pro Ser Arg Tyr 

385 390 395 400 

Pro Gin His Thr Arg His Glu Ala Gly Arg Ser Pro Val Asp Ser Leu 

405 410 415 



Ser Ser Cys Ser Ser Ser Tyr Asp Gly Ser Asp Arg Glu Asp His Arg 



10 5 
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11—372826 
420 425 430 

Asn Glu Phe His Ser Pro He Gly Leu Thr Arg Pro Ser Pro Asp Glu 

435 440 445 

Arg Glu Ser Pro Ser Val Lys Arg Met Arg Leu Ser Glu Gly Trp Ala 

450 455 460 

Thr 



[0151] 
<210> 18 
<211> 1395 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(1398) 

<400> 18 

atg ggg aga aaa aag att cag att acg agg att atg gat gaa cgt aac 48 

Met Gly Arg Lys Lys He Gin He Thr Arg He Met Asp Glu Arg Asn 

15 10 15 

aga cag gtg aca ttt aca aag agg aaa ttt ggg ttg atg aag aag get 96 
Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 



10 6 



£IJ3E4#2 003-3043330 
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25 30 

tat gag ctg age gtg ctg tgt gac tgt gag att gcg ctg ate ate ttc 144 
Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu lie He Phe 

35 40 45 




aac age ace aac aag ctg ttc cag tat gee age ace gac atg gac aaa 192 
Asn Ser Thr Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 

50 55 60 



gtg ctt etc aag tac acg gag tac aac gag ccg cat gag age egg aca 240 
Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 

65 70 75 80 



aac tea gac ate 
Asn Ser Asp He 

gac age cca gac 
Asp Ser Pro Asp 
100 

tct gag gac aag 
Ser Glu Asp Lys 

115 



gtg gag acg ttg 
Val Glu Thr Leu 

85 

ccc gat gcg gac 
Pro Asp Ala Asp 

tac agg aaa att 
Tyr Arg Lys He 
120 



aga aag aag ggc ctt 
Arg Lys Lys Gly Leu 

90 

gat tec gta ggt cac 
Asp Ser Val Gly His 
105 

aac gaa gat att gat 
Asn Glu Asp He Asp 

125 



aat ggc tgt 288 
Asn Gly Cys 

95 

age cct gag 336 
Ser Pro Glu 

110 

eta atg ate 384 
Leu Met He 



age agg caa aga ttg tgt get gtt cca cct ccc aac ttc gag atg cca 432 
Ser Arg Gin Arg Leu Cys Ala Val Pro Pro Pro Asn Phe Glu Met Pro 

130 135 140 



10 7 



ffifl# 2003-3043330 



1 1 — 372826 



gtc tec ate cca gtg tec age cac aac agt ttg gtg tac age aac cct 480 

Val Ser He Pro Val Ser Ser His Asn Ser Leu Val Tyr Ser Asn Pro 

145 150 155 160 

gtc age tea ctg gga aac ccc aac eta ttg cca ctg get cac cct tct 528 

Val Ser Ser Leu Gly Asn Pro Asn Leu Leu Pro Leu Ala His Pro Ser 

165 170 175 

ctg cag agg aat agt atg tct cct ggt gta aca cat cga cct cca agt 576 

Leu Gin Arg Asn Ser Met Ser Pro Gly Val Thr His Arg Pro Pro Ser 

180 185 190 

gca ggt aac aca ggt ggt ctg atg ggt gga gac etc acg tct ggt gca 624 

Ala Gly Asn Thr Gly Gly Leu Met Gly Gly Asp Leu Thr Ser Gly Ala 

195 200 205 

ggc acc agt gca ggg aac ggg tat ggc aat ccc cga aac tea cca ggt 672 

Gly Thr Ser Ala Gly Asn Gly Tyr Gly Asn Pro Arg Asn Ser Pro Gly 

210 215 220 

ctg ctg gtc tea cct ggt aac ttg aac aag aat atg caa gca aaa tct 720 

Leu Leu Val Ser Pro Gly Asn Leu Asn Lys Asn Met Gin Ala Lys Ser 

225 230 235 240 

cct ccc cca atg aat tta gga atg aat aac cgt aaa cca gat etc cga 768 

Pro Pro Pro Met Asn Leu Gly Met Asn Asn Arg Lys Pro Asp Leu Arg 

245 250 255 



1 0 8 
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3 7 2 8 2 6 



gtt ctt att cca cca ggc age aag aat acg atg cca tea gtg aat caa 816 
Val Leu He Pro Pro Gly Ser Lys Asn Thr Met Pro Ser Val Asn Gin 

260 265 270 

agg ata aat aac tec cag teg get cag tea ttg get acc cca gtg gtt 864 
Arg He Asn Asn Ser Gin Ser Ala Gin Ser Leu Ala Thr Pro Val Val 

275 280 285 

tec gta gca act cct act tta cca gga caa gga atg gga gga tat cca 912 
Ser Val Ala Thr Pro Thr Leu Pro Gly Gin Gly Met Gly Gly Tyr Pro 

290 295 300 

tea gee att tea aca aca tat ggt acc gag tac tct ctg agt agt gca 960 
Ser Ala He Ser Thr Thr Tyr Gly Thr Glu Tyr Ser Leu Ser Ser Ala 

305 310 315 320 

gac ctg tea tct ctg tct ggg ttt aac acc gee age get ctt cac ctt 1008 
Asp Leu Ser Ser Leu Ser Gly Phe Asn Thr Ala Ser Ala Leu His Leu 

325 330 335 

ggt tea gta act ggc tgg caa cag caa cac eta cat aac atg cca cca 1056 
Gly Ser Val Thr Gly Trp Gin Gin Gin His Leu His Asn Met Pro Pro 

340 345 350 

tct gee etc agt cag ttg gga get tgc act age act cat tta tct cag 1104 
Ser Ala Leu Ser Gin Leu Gly Ala Cys Thr Ser Thr His Leu Ser Gin 
355 360 365 

agt tea aat etc tec ctg cct tct act caa age etc aac ate aag tea 1152 

10 9 ffi$E# 2003-3043330 



i 1-372826 

Leu Ser Leu Pro Ser Thr Gin Ser Leu Asn lie Lys Ser 

375 380 

gaa cct gtt tct cct cct aga gac cgt acc acc acc cct teg aga tac 1200 

Glu Pro Val Ser Pro Pro Arg Asp Arg Thr Thr Thr Pro Ser Arg Tyr 

385 390 395 400 

cca caa cac acg cgc cac gag gcg ggg aga tct cct gtt gac age ttg 1248 

Pro Gin His Thr Arg His Glu Ala Gly Arg Ser Pro Val Asp Ser Leu 

405 410 415 

age age tgt age agt teg tac gac ggg age gac cga gag gat cac egg 1296 

Ser Ser Cys Ser Ser Ser Tyr Asp Gly Ser Asp Arg Glu Asp His Arg 

420 425 430 

aac gaa ttc cac tec ccc att gga etc acc aga cct teg ccg gac gaa 1344 

Asn Glu Phe His Ser Pro He Gly Leu Thr Arg Pro Ser Pro Asp Glu 

435 440 445 

agg gaa agt ccc tea gtc aag cgc atg cga ctt tct gaa gga tgg gca 1392 

Arg Glu Ser Pro Ser Val Lys Arg Met Arg Leu Ser Glu Gly Trp Ala 

450 455 460 

aca 1395 
Thr 

465 



Ser Ser Asn 

370 



[0 15 2] 



1 1 0 



tfJ!I# 2003-3043330 
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<210> 19 
<211> 521 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Met Gly Arg Lys Lys He Gin lie Gin Arg lie Thr Asp Glu Arg Asn 

15 10 15 

Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He lie Phe 

35 40 45 

Asn His Ser Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 
50 55 60 

Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 

65 70 75 80 

Asn Ala Asp lie lie Glu Thr Leu Arg Lys Lys Gly Phe Asn Gly Cys 

85 90 95 

Asp Ser Pro Glu Pro Asp Gly Glu Asp Ser Leu Glu Gin Ser Pro Leu 

100 105 110 

Leu Glu Asp Lys Tyr Arg Arg Ala Ser Glu Glu Leu Asp Gly Leu Phe 

111 M2 0 0 3 - 3 0 4 3 3 3 0 



# 1 1 — 372826 



115 



120 



125 



Arg Arg Tyr Gly Ser Thr Val Pro Ala Pro Asn Phe Ala Met Pro Val 

130 135 140 

Thr Val Pro Val Ser Asn Gin Ser Ser Leu Gin Phe Ser Asn Pro Ser 

145 150 155 160 

Gly Ser Leu Val Thr Pro Ser Leu Val Thr Ser Ser Leu Thr Asp Pro 

165 170 175 

Arg Leu Leu Ser Pro Gin Gin Pro Ala Leu Gin Arg Asn Ser Val Ser 
180 185 190 

Pro Gly Leu Pro Gin Arg Pro Ala Ser Ala Gly Ala Met Leu Gly Gly 

195 200 205 

Asp Leu Asn Ser Ala Asn Gly Ala Cys Pro Ser Pro Val Gly Asn Gly 

210 215 220 

Tyr Val Ser Ala Arg Ala Ser Pro Gly Leu Leu Pro Val Ala Asn Gly 

225 230 235 240 

Asn Ser Leu Asn Lys Val He Pro Ala Lys Ser Pro Pro Pro Pro Thr 

245 250 255 



His Ser Thr Gin Leu Gly Ala Pro Ser Arg Lys Pro Asp Leu Arg Val 

260 265 270 



112 



ffill#2 003-3043330 



11-372826 

He Thr Ser Gin Ala Gly Lys Gly Leu Met His His Leu Thr Glu Asp 

275 280 285 

His Leu Asp Leu Asn Asn Ala Gin Arg Leu Gly Val Ser Gin Ser Thr 

290 295 300 

His Ser Leu Thr Thr Pro Val Val Ser Val Ala Thr Pro Ser Leu Leu 
305 310 315 320 

Ser Gin Gly Leu Pro Phe Ser Ser Met Pro Thr Ala Tyr Asn Thr Asp 

325 330 335 

Tyr Gin Leu Thr Ser Ala Glu Leu Ser Ser Leu Pro Ala Phe Ser Ser 

340 345 350 

Pro Gly Gly Leu Ser Leu Gly Asn Val Thr Ala Trp Gin Gin Pro Gin 

355 360 365 

Gin Pro Gin Gin Pro Gin Gin Pro Gin Pro Pro Gin Gin Gin Pro Pro 

370 375 380 

Gin Pro Gin Gin Pro Gin Pro Gin Gin Pro Gin Gin Pro Gin Gin Pro 

385 390 395 400 

Pro Gin Gin Gin Ser His Leu Val Pro Val Ser Leu Ser Asn Leu He 

405 410 415 

Pro Gly Ser Pro Leu Pro His Val Gly Ala Ala Leu Thr Val Thr Thr 

420 425 430 



113 
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His Pro His He Ser He Lys Ser Glu Pro Val Ser Pro Ser Arg Glu 

435 440 445 

Arg Ser Pro Ala Pro Pro Pro Pro Ala Val Phe Pro Ala Ala Arg Pro 

450 455 460 

Glu Pro Gly Asp Gly Leu Ser Ser Pro Ala Gly Gly Ser Tyr Glu Thr 

465 470 475 480 

Gly Asp Arg Asp Asp Gly Arg Gly Asp Phe Gly Pro Thr Leu Gly Leu 

485 490 495 

Leu Arg Pro Ala Pro Glu Pro Glu Ala Glu Gly Ser Ala Val Lys Arg 

500 505 510 

Met Arg Leu Asp Thr Trp Thr Leu Lys 
515 520 



[0153] 
<210> 20 
<211> 1563 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(1566) 



114 



ffiSS# 2003-3043330 



i 1-372826 



<400> 20 

atg ggg agg aaa aag att cag ate cag cga ate ace gac gag egg aac 48 

Met Gly Arg Lys Lys He Gin He Gin Arg lie Thr Asp Glu Arg Asn 

15 10 15 

cga cag gtg act ttc ace aag egg aag ttt ggc ctg atg aag aag gcg 96 
Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

tat gag ctg age gtg eta tgt gac tgc gag ate gca etc ate ate ttc 144 
Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu lie Ala Leu He lie Phe 

35 40 45 

aac cac tec aac aag ctg ttc cag tac gee age ace gac atg gac aag 192 
Asn His Ser Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 

50 55 60 

gtg ctg etc aag tac acg gag tac aat gag cca cac gag age cgc acc 240 
Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 

65 70 75 80 

aac gee gac ate ate gag acc ctg agg aag aag ggc ttc aat ggc tgc 288 
Asn Ala Asp He He Glu Thr Leu Arg Lys Lys Gly Phe Asn Gly Cys 
85 90 95 

gac age ccc gag ccc gac ggg gag gac teg ctg gaa cag age ccc ctg 336 
Asp Ser Pro Glu Pro Asp Gly Glu Asp Ser Leu Glu Gin Ser Pro Leu 

115 ^#2 0 0 3 - 3 0 4 3 3 3 0 



11-372826 

105 110 

ctg gag gac aag tac cga cgc gcc age gag gag etc gac ggg etc ttc 384 
Leu Glu Asp Lys Tyr Arg Arg Ala Ser Glu Glu Leu Asp Gly Leu Phe 

115 120 125 

egg cgc tat ggg tea act gtc ccg gcc ccc aac ttt gcc atg cct gtc 432 
Arg Arg Tyr Gly Ser Thr Val Pro Ala Pro Asn Phe Ala Met Pro Val 

130 135 140 

acg gtg ccc gtg tec aat cag age tea ctg cag ttc age aat ccc age 480 
Thr Val Pro Val Ser Asn Gin Ser Ser Leu Gin Phe Ser Asn Pro Ser 

145 150 155 160 

ggc tec ctg gtc ace cct tec ctg gtg aca tea tec etc acg gac ccg 528 
Gly Ser Leu Val Thr Pro Ser Leu Val Thr Ser Ser Leu Thr Asp Pro 

165 170 175 

egg etc ctg tec ccc cag cag cca gca eta cag agg aac agt gtg tct 576 
Arg Leu Leu Ser Pro Gin Gin Pro Ala Leu Gin Arg Asn Ser Val Ser 
180 185 190 

cct ggc ctg ccc cag egg cca get agt gcg ggg gcc atg ctg ggg ggt 624 
Pro Gly Leu Pro Gin Arg Pro Ala Ser Ala Gly Ala Met Leu Gly Gly 

195 200 205 

gac ctg aac agt get aac gga gcc tgc ccc age cct gtt ggg aat ggc 672 
Asp Leu Asn Ser Ala Asn Gly Ala Cys Pro Ser Pro Val Gly Asn Gly 

210 215 220 




1 1 6 



ffiIE#2 003-3043330 



1 1-372826 



tac gtc agt get egg get tec cct ggc etc etc cct gtg gee aat ggc 720 
Tyr Val Ser Ala Arg Ala Ser Pro Gly Leu Leu Pro Val Ala Asn Gly 

225 230 235 240 

aac age eta aac aag gtc ate cct gec aag tct ccg ccc cca cct ace 768 
Asn Ser Leu Asn Lys Val He Pro Ala Lys Ser Pro Pro Pro Pro Thr 

245 250 255 

cac age ace cag ctt gga gee ccc age cgc aag ccc gac ctg cga gtc 816 
His Ser Thr Gin Leu Gly Ala Pro Ser Arg Lys Pro Asp Leu Arg Val 

260 265 270 

ate act tec cag gca gga aag ggg tta atg cat cac ttg act gag gac 864 
He Thr Ser Gin Ala Gly Lys Gly Leu Met His His Leu Thr Glu Asp 

275 280 285 

cat tta gat ctg aac aat gee cag cgc ctt ggg gtc tec cag tct act 912 
His Leu Asp Leu Asn Asn Ala Gin Arg Leu Gly Val Ser Gin Ser Thr 

290 295 300 

cat teg etc acc acc cca gtg gtt tct gtg gca acg ccg agt tta etc 960 
His Ser Leu Thr Thr Pro Val Val Ser Val Ala Thr Pro Ser Leu Leu 

305 310 315 320 

age cag ggc etc ccc ttc tct tec atg ccc act gee tac aac aca gat 1008 
Ser Gin Gly Leu Pro Phe Ser Ser Met Pro Thr Ala Tyr Asn Thr Asp 

325 330 335 



117 
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11-372826 

tac cag ttg acc agt gca gag etc tec tec tta cca gee ttt agt tea 1056 

Tyr Gin Leu Thr Ser Ala Glu Leu Ser Ser Leu Pro Ala Phe Ser Ser 

340 345 350 

cct ggg ggg ctg teg eta ggc aat gtc act gec tgg caa cag cca cag 1104 

Pro Gly Gly Leu Ser Leu Gly Asn Val Thr Ala Trp Gin Gin Pro Gin 

355 360 365 

cag ccc cag cag ccg cag cag cca cag cct cca cag cag cag cca ccg 1152 

Gin Pro Gin Gin Pro Gin Gin Pro Gin Pro Pro Gin Gin Gin Pro Pro 

370 375 380 

cag cca cag cag cca cag cca cag cag cct cag cag ccg caa cag cca 1200 

Gin Pro Gin Gin Pro Gin Pro Gin Gin Pro Gin Gin Pro Gin Gin Pro 

385 390 395 400 

cct cag caa cag tec cac ctg gtc cct gta tct etc age aac etc ate 1248 

Pro Gin Gin Gin Ser His Leu Val Pro Val Ser Leu Ser Asn Leu He 

405 410 415 

ccg ggc age ccc ctg ccc cac gtg ggt get gee etc aca gtc acc acc 1296 

Pro Gly Ser Pro Leu Pro His Val Gly Ala Ala Leu Thr Val Thr Thr 

420 425 430 

cac ccc cac ate age ate aag tea gaa ccg gtg tec cca age cgt gag 1344 

His Pro His He Ser He Lys Ser Glu Pro Val Ser Pro Ser Arg Glu 

435 440 445 

cgc age cct gcg cct ccc cct cca get gtg ttc cca get gee cgc cct 1392 



118 
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#3* 1 1-372826 

Ala Pro Pro Pro Pro Ala Val Phe Pro Ala Ala Arg Pro 

455 460 

gag cct ggc gat ggt etc age age cca gec ggg gga tec tat gag acg 1440 
Glu Pro Gly Asp Gly Leu Ser Ser Pro Ala Gly Gly Ser Tyr Glu Thr 

465 470 475 480 

gga gac egg gat gac gga egg ggg gac ttc ggg ccc aca ctg ggc ctg 1488 
Gly Asp Arg Asp Asp Gly Arg Gly Asp Phe Gly Pro Thr Leu Gly Leu 

485 490 495 

ctg cgc cca gee cca gag cct gag get gag ggc tea get gtg aag agg 1536 
Leu Arg Pro Ala Pro Glu Pro Glu Ala Glu Gly Ser Ala Val Lys Arg 

500 505 510 

atg egg ctt gat acc tgg aca tta aag 1563 
Met Arg Leu Asp Thr Trp Thr Leu Lys 

515 520 

[0 15 4] 
<210> 21 
<211> 217 
<212> PRT 

<213> Rattus norvegicus 
<400> 21 

Met Ser Leu Val Gly Gly Phe Pro His His Pro Val Val His His Glu 

1 1 9 ffiSE4$ 2003-3043330 



Arg Ser Pro 

450 



i 1-372826 



10 



15 



Gly Tyr Pro Phe Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 

20 25 30 

Ser Arg Cys Ser His Glu Glu Asn Pro Tyr Phe His Gly Trp Leu He 

35 40 45 

Gly His Pro Glu Met Ser Pro Pro Asp Tyr Ser Met Ala Leu Ser Tyr 
50 55 60 

Ser Pro Glu Tyr Ala Ser Gly Ala Ala Gly Leu Asp His Ser His Tyr 
65 70 75 80 

Gly Gly Val Pro Pro Gly Ala Gly Pro Pro Gly Leu Gly Gly Pro Arg 
85 90 95 

Pro Val Lys Arg Arg Gly Thr Ala Asn Arg Lys Glu Arg Arg Arg Thr 
100 105 110 

Gin Ser He Asn Ser Ala Phe Ala Glu Leu Arg Glu Cys lie Pro Asn 

115 120 125 

Val Pro Ala Asp Thr Lys Leu Ser Lys He Lys Thr Leu Arg Leu Ala 

130 135 140 



Thr Ser Tyr lie Ala Tyr Leu Met Asp Leu Leu Ala Lys Asp Asp Gin 

145 150 155 160 



12 0 
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1 1—372826 

Asn Gly Glu Ala Glu Ala Phe Lys Ala Glu He Lys Lys Thr Asp Val 

165 170 175 

Lys Glu Glu Lys Arg Lys Lys Glu Leu Asn Glu He Leu Lys Ser Thr 

180 185 190 

Val Ser Ser Asn Asp Lys Lys Thr Lys Gly Arg Thr Gly Trp Pro Gin 

195 200 205 

His Val Trp Ala Leu Glu Leu Lys Gin 

210 215 



[0155] 
<210> 22 
<211> 651 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<223> (1)..(654) 

<400> 22 

atg agt ctg gtg ggg ggc ttt ccc cac cac ccc gtg gtg cac cat gag 48 

Met Ser Leu Val Gly Gly Phe Pro His His Pro Val Val His His Glu 

15 10 15 
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ggc tac ccg ttc gcc gca gcc gca gcc gcc get get get gee gee gee 96 
Gly Tyr Pro Phe Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 

20 25 30 

age cgc tgc agt cac gag gag aac ccc tat ttc cac ggc tgg ctt att 144 
Ser Arg Cys Ser His Glu Glu Asn Pro Tyr Phe His Gly Trp Leu He 

35 40 45 

ggc cac ccg gag atg teg ccc ccc gac tac age atg gcc ctg tec tac 192 
Gly His Pro Glu Met Ser Pro Pro Asp Tyr Ser Met Ala Leu Ser Tyr 

50 55 60 

agt ccc gag tac gcc age ggt gcc gcg ggc ctg gac cac tec cat tat 240 
Ser Pro Glu Tyr Ala Ser Gly Ala Ala Gly Leu Asp His Ser His Tyr 

65 70 75 80 

ggg gga gtg ccg ccc ggt gcc ggg cct ccc ggc ctg ggg ggg ccg cgc 288 
Gly Gly Val Pro Pro Gly Ala Gly Pro Pro Gly Leu Gly Gly Pro Arg 

85 90 95 

ccg gtg aag cgt egg ggc acc gcc aac cgc aag gag egg cgc agg act 336 
Pro Val Lys Arg Arg Gly Thr Ala Asn Arg Lys Glu Arg Arg Arg Thr 
100 105 110 

cag age ate aac age gcc ttc gcc gag ctg cgc gag tgc ate ccc aac 384 
Gin Ser He Asn Ser Ala Phe Ala Glu Leu Arg Glu Cys He Pro Asn 

115 120 125 

gtg ccc gcc gac acc aaa etc tec aaa ate aag act ctg cgc ctg gcc 432 



12 2 
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Asp Thr Lys Leu Ser Lys lie Lys Thr Leu Arg Leu Ala 
135 140 

acc age tac ate gec tac etc atg gat ctg ctg gee aag gac gac cag 480 
Thr Ser Tyr He Ala Tyr Leu Met Asp Leu Leu Ala Lys Asp Asp Gin 

145 150 155 160 

aac gga gag gcg gag gee ttc aag gcg gag ate aag aag acc gac gtg 528 
Asn Gly Glu Ala Glu Ala Phe Lys Ala Glu He Lys Lys Thr Asp Val 
165 170 175 

aaa gag gag aag agg aag aaa gag ctg aat gaa ate ttg aaa agt aca 576 
Lys Glu Glu Lys Arg Lys Lys Glu Leu Asn Glu lie Leu Lys Ser Thr 

180 185 190 

gtg age age aac gac aag aaa acc aaa ggc egg aca ggc tgg cca cag 624 
Val Ser Ser Asn Asp Lys Lys Thr Lys Gly Arg Thr Gly Trp Pro Gin 
195 200 205 

cac gtc tgg gee ctg gag etc aag cag 651 
His Val Trp Ala Leu Glu Leu Lys Gin 

210 215 

[0 15 6] 
<210> 23 
<211> 215 
<212> PRT 

<213> Homo sapiens 

123 £BH#2 0 0 3 - 3 0 4 3 3 3 0 



Val Pro Ala 

130 



3#¥ i 1—372826 



<400> 23 

Met Asn Leu Val Gly Ser Tyr Ala His His His His His His His Pro 
15 10 15 

His Pro Ala His Pro Met Leu His Glu Pro Phe Leu Phe Gly Pro Ala 
20 25 30 

Ser Arg Cys His Gin Glu Arg Pro Tyr Phe Gin Ser Trp Leu Leu Ser 

35 40 45 

Pro Ala Asp Ala Ala Pro Asp Phe Pro Ala Gly Gly Pro Pro Pro Ala 

50 55 60 

Ala Ala Ala Ala Ala Thr Ala Tyr Gly Pro Asp Ala Arg Pro Gly Gin 

65 70 75 80 

Ser Pro Gly Arg Leu Glu Ala Leu Gly Gly Arg Leu Gly Arg Arg Lys 

85 90 95 

Gly Ser Gly Pro Lys Lys Glu Arg Arg Arg Thr Glu Ser He Asn Ser 
100 105 110 

Ala Phe Ala Glu Leu Arg Glu Cys lie Pro Asn Val Pro Ala Asp Thr 

115 120 125 

Lys Leu Ser Lys He Lys Thr Leu Arg Leu Ala Thr Ser Tyr He Ala 

130 135 140 



12 4 
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Tyr Leu Met Asp Val Leu Ala Lys Asp Ala Gin Ser Gly Asp Pro Glu 

145 150 155 160 

Ala Phe Lys Ala Glu Leu Lys Lys Ala Asp Gly Gly Arg Glu Ser Lys 

165 170 175 

Arg Lys Arg Glu Leu Gin Gin His Glu Gly Phe Pro Pro Ala Leu Gly 

180 185 190 

Pro Val Glu Lys Arg He Lys Gly Arg Thr Gly Trp Pro Gin Gin Val 

195 200 205 

Trp Ala Leu Glu Leu Asn Gin 

210 



[0 15 7] 
<210> 24 
<211> 645 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(648) 

<400> 24 

125 miiE#2 0 0 3 - 3 0 4 3 3 3 0 



#5(2. i 1 — 372826 

atg aac etc gtg ggc age tac gca cac cat cac cac cat cac cac ccg 48 
Met Asn Leu Val Gly Ser Tyr Ala His His His His His His His Pro 
15 10 15 

cac cct gcg cac ccc atg etc cac gaa ccc ttc etc ttc ggt ccg gec 96 
His Pro Ala His Pro Met Leu His Glu Pro Phe Leu Phe Gly Pro Ala 

20 25 30 

teg cgc tgt cat cag gaa agg ccc tac ttc cag age tgg ctg ctg age 144 
Ser Arg Cys His Gin Glu Arg Pro Tyr Phe Gin Ser Trp Leu Leu Ser 

35 40 45 

ccg get gac get gee ccg gac ttc cct gcg ggc ggg ccg ccg ccc gcg 192 
Pro Ala Asp Ala Ala Pro Asp Phe Pro Ala Gly Gly Pro Pro Pro Ala 

50 55 60 

gee get gca gee gee ace gee tat ggt cct gac gee agg cct ggg cag 240 
Ala Ala Ala Ala Ala Thr Ala Tyr Gly Pro Asp Ala Arg Pro Gly Gin 

65 70 75 80 

age ccc ggg egg ctg gag gcg ctt ggc ggc cgt ctt ggc egg egg aaa 288 
Ser Pro Gly Arg Leu Glu Ala Leu Gly Gly Arg Leu Gly Arg Arg Lys 

85 90 95 

ggc tea gga ccc aag aag gag egg aga cgc act gag age att aac age 336 
Gly Ser Gly Pro Lys Lys Glu Arg Arg Arg Thr Glu Ser He Asn Ser 

100 105 110 

gca ttc gcg gag ttg cgc gag tgc ate ccc aac gtg ccg gee gac ace 384 



12 6 
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Ala Phe Ala Glu Leu Arg Glu Cys He Pro Asn Val Pro Ala Asp Thr 

115 120 125 

aag etc tec aag ate aag act ctg cgc eta gee ace age tac ate gee 432 

Lys Leu Ser Lys He Lys Thr Leu Arg Leu Ala Thr Ser Tyr He Ala 

130 135 140 

tac ctg atg gac gtg ctg gec aag gat gca cag tct ggc gat ccc gag 480 

Tyr Leu Met Asp Val Leu Ala Lys Asp Ala Gin Ser Gly Asp Pro Glu 

145 150 155 160 

gec ttc aag get gaa etc aag aag gcg gat ggc ggc cgt gag age aag 528 

Ala Phe Lys Ala Glu Leu Lys Lys Ala Asp Gly Gly Arg Glu Ser Lys 

165 170 175 

egg aaa agg gag ctg cag cag cac gaa ggt ttt cct cct gee ctg ggc 576 

Arg Lys Arg Glu Leu Gin Gin His Glu Gly Phe Pro Pro Ala Leu Gly 

180 185 190 

cca gtc gag aag agg att aaa gga cgc ace ggc tgg ccg cag caa gtc 624 

Pro Val Glu Lys Arg He Lys Gly Arg Thr Gly Trp Pro Gin Gin Val 
195 200 205 

tgg gcg ctg gag tta aac cag 645 
Trp Ala Leu Glu Leu Asn Gin 

210 215 



[0 15 8] 



12 7 
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i 1-372826 



<210> 25 
<211> 411 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Met Glu Arg Met Ser Asp Ser Ala Asp Lys Pro lie Asp Asn Asp Ala 

15 10 15 

Glu Gly Val Trp Ser Pro Asp He Glu Gin Ser Phe Gin Glu Ala Leu 

20 25 30 

Ala lie Tyr Pro Pro Cys Gly Arg Arg Lys He lie Leu Ser Asp Glu 

35 40 45 

Gly Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr He Lys Leu 
50 55 60 

Arg Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His He Gin 

65 70 75 80 

Val Leu Ala Arg Arg Lys Ser Arg Asp Phe His Ser Lys Leu Lys Asp 
85 90 95 

Gin Thr Ala Lys Asp Lys Ala Leu Gin His Met Ala Ala Met Ser Ser 

100 105 110 

Ala Gin He Val Ser Ala Thr Ala He His Asn Lys Leu Gly Leu Pro 

12 8 2003-3043330 



115 



/j$5]2 i 1—372826 
120 125 



Gly He Pro Arg Pro Thr Phe Pro Gly Ala Pro Gly Phe Trp Pro Gly 

130 135 140 

Met lie Gin Thr Gly Gin Pro Gly Ser Ser Gin Asp Val Lys Pro Phe 

145 150 155 160 

Val Gin Gin Ala Tyr Pro He Gin Pro Ala Val Thr Ala Pro lie Pro 

165 170 175 

Gly Phe Glu Pro Ala Ser Ala Pro Ala Pro Ser Val Pro Ala Trp Gin 

180 185 190 

Gly Arg Ser He Gly Thr Thr Lys Leu Arg Leu Val Glu Phe Ser Ala 

195 200 205 

Phe Leu Glu Gin Gin Arg Asp Pro Asp Ser Tyr Asn Lys His Leu Phe 

210 215 220 

Val His He Gly His Ala Asn His Ser Tyr Ser Asp Pro Leu Leu Glu 

225 230 235 240 

Ser Val Asp He Arg Gin He Tyr Asp Lys Phe Pro Glu Lys Lys Gly 

245 250 255 

Gly Leu Lys Glu Leu Phe Gly Lys Gly Pro Gin Asn Ala Phe Phe Leu 

260 265 270 



12 9 
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11 — 372826 

Val Lys Phe Trp Ala Asp Leu Asn Cys Asn He Gin Asp Asp Ala Gly 

275 280 285 

Ala Phe Tyr Gly Val Thr Ser Gin Tyr Glu Ser Ser Glu Asn Met Thrv 
290 295 300 

Val Thr Cys Ser Thr Lys Val Cys Ser Phe Gly Lys Gin Val Val Glu 

305 310 315 320 

Lys Val Glu Thr Glu Tyr Ala Arg Phe Glu Asn Gly Arg Phe Val Tyr 

325 330 335 

Arg He Asn Arg Ser Pro Met Cys Glu Tyr Met lie Asn Phe lie His 

340 345 350 

Lys Leu Lys His Leu Pro Glu Lys Tyr Met Met Asn Ser Val Leu Glu 

355 360 365 

Asn Phe Thr He Leu Leu Val Val Thr Asn Arg Asp Thr Gin Glu Thr 

370 375 380 

Leu Leu Cys Met Ala Cys Val Phe Glu Val Ser Asn Ser Glu His Gly 

385 390 395 400 

Ala Gin His His lie Tyr Arg Leu Val Lys Asp 
405 410 

[0159] 

13 0 ffi!I# 2003-3043330 



1 1—372826 



<210> 26 
<211> 1233 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(1236) 

<400> 26 

atg gaa agg atg agt gac tct gca gat aag cca att gac aat gat gca 48 

Met Glu Arg Met Ser Asp Ser Ala Asp Lys Pro He Asp Asn Asp Ala 
15 10 15 

gaa ggg gtc tgg age ccc gac ate gag caa age ttt cag gag gee ctg 96 
Glu Gly Val Trp Ser Pro Asp lie Glu Gin Ser Phe Gin Glu Ala Leu 

20 25 30 

get ate tat cca cca tgt ggg agg agg aaa ate ate tta tea gac gaa 144 
Ala He Tyr Pro Pro Cys Gly Arg Arg Lys He He Leu Ser Asp Glu 

35 40 45 

ggc aaa atg tat ggt agg aat gaa ttg ata gee aga tac ate aaa etc 192 
Gly Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr He Lys Leu 

50 55 60 

agg aca ggc aag acg agg acc aga aaa cag gtg tct agt cac att cag 240 
Arg Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His He Gin 



13 1 
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65 70 75 80 

gtt ctt gcc aga agg aaa tct cgt gat ttt cat tec aag eta aag gat 288 
Val Leu Ala Arg Arg Lys Ser Arg Asp Phe His Ser Lys Leu Lys Asp 
85 90 95 

cag act gca aag gat aag gcc ctg cag cac atg gcg gcc atg tec tea 336 
Gin Thr Ala Lys Asp Lys Ala Leu Gin His Met Ala Ala Met Ser Ser 

100 105 110 

gcc cag ate gtc teg gcc act gcc att cat aac aag ctg ggg ctg cct 384 
Ala Gin He Val Ser Ala Thr Ala lie His Asn Lys Leu Gly Leu Pro 

115 120 125 

ggg att cca cgc ccg ace ttc cca ggg gcg ccg ggg ttc tgg ccg gga 432 
Gly He Pro Arg Pro Thr Phe Pro Gly Ala Pro Gly Phe Trp Pro Gly 

130 135 140 

atg att caa aca ggg cag cca gga tec tea caa gac gtc aag cct ttt 480 
Met He Gin Thr Gly Gin Pro Gly Ser Ser Gin Asp Val Lys Pro Phe 

145 150 155 160 

gtg cag cag gcc tac ccc ate cag cca gcg gtc aca gcc ccc att cca 528 
Val Gin Gin Ala Tyr Pro He Gin Pro Ala Val Thr Ala Pro lie Pro 

165 170 175 

ggg ttt gag cct gca teg gcc cca get ccc tea gtc cct gcc tgg caa 576 
Gly Phe Glu Pro Ala Ser Ala Pro Ala Pro Ser Val Pro Ala Trp Gin 

180 185 190 



13 2 
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4#¥ 1 1—372826 



ggt cgc tec att ggc aca acc aag ctt cgc ctg gtg gaa ttt tea get 624 
Gly Arg Ser He Gly Thr Thr Lys Leu Arg Leu Val Glu Phe Ser Ala 

195 200 205 

ttt etc gag cag cag cga gac cca gac teg tac aac aaa cac etc ttc 672 
Phe Leu Glu Gin Gin Arg Asp Pro Asp Ser Tyr Asn Lys His Leu Phe 

210 215 220 

gtg cac att ggg cat gec aac cat tct tac agt gac cca ttg ctt gaa 720 
Val His He Gly His Ala Asn His Ser Tyr Ser Asp Pro Leu Leu Glu 

225 230 235 240 

tea gtg gac att cgt cag att tat gac aaa ttt cct gaa aag aaa ggt 768 
Ser Val Asp He Arg Gin He Tyr Asp Lys Phe Pro Glu Lys Lys Gly 

245 250 255 

ggc tta aag gaa ctg ttt gga aag ggc cct caa aat gee ttc ttc etc 816 
Gly Leu Lys Glu Leu Phe Gly Lys Gly Pro Gin Asn Ala Phe Phe Leu 

260 265 270 

gta aaa ttc tgg get gat tta aac tgc aat att caa gat gat get ggg 864 
Val Lys Phe Trp Ala Asp Leu Asn Cys Asn He Gin Asp Asp Ala Gly 

275 280 285 

get ttt tat ggt gta acc agt cag tac gag agt tct gaa aat atg aca 912 
Ala Phe Tyr Gly Val Thr Ser Gin Tyr Glu Ser Ser Glu Asn Met Thr 

290 295 300 



13 3 
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gtc acc tgt tec acc aaa gtt tgc tec ttt ggg aag caa gta gta gaa 960 
Val Thr Cys Ser Thr Lys Val Cys Ser Phe Gly Lys Gin Val Val Glu 

305 310 315 320 

aaa gta gag acg gag tat gca agg ttt gag aat ggc cga ttt gta tac 1008 
Lys Val Glu Thr Glu Tyr Ala Arg Phe Glu Asn Gly Arg Phe Val Tyr 

325 330 335 

cga ata aac cgc tec cca atg tgt gaa tat atg ate aac ttc ate cac 1056 
Arg He Asn Arg Ser Pro Met Cys Glu Tyr Met He Asn Phe He His 

340 345 350 

aag etc aaa cac tta cca gag aaa tat atg atg aac agt gtt ttg gaa 1104 
Lys Leu Lys His Leu Pro Glu Lys Tyr Met Met Asn Ser Val Leu Glu 

355 360 365 

aac ttc aca att tta ttg gtg gta aca aac agg gat aca caa gaa act 1152 
Asn Phe Thr He Leu Leu Val Val Thr Asn Arg Asp Thr Gin Glu Thr 

370 375 380 

eta etc tgc atg gee tgt gtg ttt gaa gtt tea aat agt gaa cac gga 1200 
Leu Leu Cys Met Ala Cys Val Phe Glu Val Ser Asn Ser Glu His Gly 

385 390 395 400 

gca caa cat cat att tac agg ctt gta aag gac 1233 
Ala Gin His His lie Tyr Arg Leu Val Lys Asp 
405 410 



13 4 



ffiU#2 003-3043330 



#3{a 11 — 372826 



[0 16 0] 
<210> 27 
<211> 427 
<212> PRT 

<213> Homo sapiens 
<400> 27 

He Thr Ser Asn Glu Trp Ser Ser Pro Thr Ser Pro Glu Gly Ser Thr 
15 10 15 

Ala Ser Gly Gly Ser Gin Ala Leu Asp Lys Pro He Asp Asn Asp Ala 

20 25 30 

Glu Gly Val Trp Ser Pro Asp He Glu Gin Ser Phe Gin Glu Ala Leu 

35 40 45 

Ala He Tyr Pro Pro Cys Gly Arg Arg Lys He lie Leu Ser Asp Glu 

50 55 60 

Gly Lys Met Tyr Gly Arg Asn Glu Leu lie Ala Arg Tyr He Lys Leu 

65 70 75 80 

Arg Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His lie Gin 

85 90 95 

Val Leu Ala Arg Arg Lys Ala Arg Glu lie Gin Ala Lys Leu Lys Asp 

100 105 110 

135 m$E#2 0 0 3 - 3 0 4 3 3 3 0 



# ¥ 1 1—372826 

Gin Ala Ala Lys Asp Lys Ala Leu Gin Ser Met Ala Ala Met Ser Ser 

115 120 125 

Ala Gin He He Ser Ala Thr Ala Phe His Ser Ser Met Ala Leu Ala 
130 135 140 

Arg Gly Pro Gly Arg Pro Ala Val Ser Gly Phe Trp Gin Gly Ala Leu 
145 150 155 160 

Pro Gly Gin Ala Gly Thr Ser His Asp Val Lys Pro Phe Ser Gin Gin 

165 170 175 

Thr Tyr Ala Val Gin Pro Pro Leu Pro Leu Pro Gly Phe Glu Ser Pro 
180 185 190 

Ala Gly Pro Ala Pro Ser Pro Ser Ala Pro Pro Ala Pro Pro Trp Gin 

195 200 205 

Gly Arg Ser Val Ala Ser Ser Lys Leu Trp Met Leu Glu Phe Ser Ala 

210 215 220 

Phe Leu Glu Gin Gin Gin Asp Pro Asp Thr Tyr Asn Lys His Leu Phe 

225 230 235 240 

Val His He Gly Gin Ser Ser Pro Ser Tyr Ser Asp Pro Tyr Leu Glu 

245 250 255. 

Ala Val Asp lie Arg Gin lie Tyr Asp Lys Phe Pro Glu Lys Lys Gly 

260 265 270 



13 6 



ffiil#2 003-3043330 



#5p i 1 — 372826 



Gly Leu Lys Asp Leu Phe Glu Arg Gly Pro Ser Asn Ala Phe Phe Leu 

275 280 285 

Val Lys Phe Trp Ala Asp Leu Asn Thr Asn He Glu Asp Glu Gly Ser 

290 295 300 

Ser Phe Tyr Gly Val Ser Ser Gin Tyr Glu Ser Pro Glu Asn Met He 

305 310 315 320 

lie Thr Cys Ser Thr Lys Val Cys Ser Phe Gly Lys Gin Val Val Glu 

325 330 335 

Lys Val Glu Thr Glu Tyr Ala Arg Tyr Glu Asn Gly His Tyr Ser Tyr 

340 345 350 

Arg He His Arg Ser Pro Leu Cys Glu Tyr Met He Asn Phe lie His 

355 360 365 

Lys Leu Lys His Leu Pro Glu Lys Tyr Met Met Asn Ser Val Leu Glu 
370 375 380 

Asn Phe Thr He Leu Gin Val Val Thr Asn Arg Asp Thr Gin Glu Thr 

385 390 395 400 

Leu Leu Cys lie Ala Tyr Val Phe Glu Val Ser Ala Ser Glu His Gly 

405 410 415 



Ala Gin His His He Tyr Arg Leu Val Lys Glu 



13 7 
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#2£ 1 1—372826 



420 



425 



[0161] 
<210> 28 
<211> 1281 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(1284) 

<400> 28 

att acc tec aac gag tgg age tct ccc ace tec cct gag ggg age acc 48 

He Thr Ser Asn Glu Trp Ser Ser Pro Thr Ser Pro Glu Gly Ser Thr 

15 10 15 

gee tct ggg ggc agt cag gca ctg gac aag ccc ate gac aat gac gca 96 
Ala Ser Gly Gly Ser Gin Ala Leu Asp Lys Pro He Asp Asn Asp Ala 

20 25 30 



gag ggc gtg tgg age 
Glu Gly Val Trp Ser 

35 

gee ate tac ccg ccc 
Ala He Tyr Pro Pro 



ccg gat att gag cag agt 
Pro Asp He Glu Gin Ser 
40 

tgt ggc agg cgc aaa ate 
Cys Gly Arg Arg Lys He 



ttc cag gag gec etc 144 
Phe Gin Glu Ala Leu 

45 

ate ctg teg gac gag 192 
I le Leu Ser Asp Glu 



13 8 
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i 1-372826 
50 55 60 

ggc aag atg tat ggt egg aac gag ctg att gec cgc tac ate aag etc 240 
Gly Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr He Lys Leu 

65 70 75 80 

egg aca ggg aag ace cgc ace agg aag cag gtc tec age cac ate cag 288 
Arg Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His lie Gin 

85 90 95 

gtg ctg get cgt cgc aaa get cgc gag ate cag gec aag eta aag gac 336 
Val Leu Ala Arg Arg Lys Ala Arg Glu lie Gin Ala Lys Leu Lys Asp 
100 105 110 

cag gca get aag gac aag gee ctg cag age atg get gec atg teg tct 384 
Gin Ala Ala Lys Asp Lys Ala Leu Gin Ser Met Ala Ala Met Ser Ser 

115 120 125 

gca cag ate ate tec gec acg gec ttc cac agt age atg gee etc gee 432 
Ala Gin lie lie Ser Ala Thr Ala Phe His Ser Ser Met Ala Leu Ala 

130 135 140 

egg ggc ccc ggc cgc cca gca gtc tea ggg ttt tgg caa gga get ttg 480 
Arg Gly Pro Gly Arg Pro Ala Val Ser Gly Phe Trp Gin Gly Ala Leu 

145 150 155 160 

cca ggc caa gec gga acg tec cat gat gtg aag cct ttc tct cag caa 528 
Pro Gly Gin Ala Gly Thr Ser His Asp Val Lys Pro Phe Ser Gin Gin 

165 170 175 



13 9 



miiE4#2 003-3043330 



11-372826 



acc tat get gtc cag cct ccg ctg cct ctg cca ggg ttt gag tct cct 576 
Thr Tyr Ala Val Gin Pro Pro Leu Pro Leu Pro Gly Phe Glu Ser Pro 

180 185 190 

gca ggg ccc gec cca teg ccc tct gcg ccc ccg gca ccc cca tgg cag 624 
Ala Gly Pro Ala Pro Ser Pro Ser Ala Pro Pro Ala Pro Pro Trp Gin 

195 200 205 

ggc cgc age gtg gec age tec aag etc tgg atg ttg gag ttc tct gec 672 
Gly Arg Ser Val Ala Ser Ser Lys Leu Trp Met Leu Glu Phe Ser Ala 

210 215 220 

ttc ctg gag cag cag cag gac ccg gac acg tac aac aag cac ctg ttc 720 
Phe Leu Glu Gin Gin Gin Asp Pro Asp Thr Tyr Asn Lys His Leu Phe 

225 230 235 240 

gtg cac att ggc cag tec age cca age tac age gac ccc tac etc gaa 768 
Val His He Gly Gin Ser Ser Pro Ser Tyr Ser Asp Pro Tyr Leu Glu 

245 250 255 

gec gtg gac ate cgc caa ate tat gac aaa ttc ccg gag aaa aag ggt 816 
Ala Val Asp He Arg Gin He Tyr Asp Lys Phe Pro Glu Lys Lys Gly 

260 265 270 

gga etc aag gat etc ttc gaa egg gga ccc tec aat gee ttt ttt ctt 864 
Gly Leu Lys Asp Leu Phe Glu Arg Gly Pro Ser Asn Ala Phe Phe Leu 

275 280 285 



14 0 



fflSEfS 2003-3043330 



4t¥ 1 1-372826 

gtg aag ttc tgg gca gac etc aac acc aac ate gag gat gaa ggc age 912 
Val Lys Phe Trp Ala Asp Leu Asn Thr Asn He Glu Asp Glu Gly Ser 

290 295 300 

tec ttc tat ggg gtc tec age cag tat gag age ccc gag aac atg ate 960 
Ser Phe Tyr Gly Val Ser Ser Gin Tyr Glu Ser Pro Glu Asn Met He 

305 310 315 320 

ate acc tgc tec acg aag gtc tgc tct ttc ggc aag cag gtg gtg gag 1008 
He Thr Cys Ser Thr Lys Val Cys Ser Phe Gly Lys Gin Val Val Glu 

325 330 335 

aaa gtt gag aca gag tat get cgc tat gag aat gga cac tac tct tac 1056 
Lys Val Glu Thr Glu Tyr Ala Arg Tyr Glu Asn Gly His Tyr Ser Tyr 

340 345 350 

cgc ate cac egg tec ccg etc tgt gag tac atg ate aac ttc ate cac 1104 
Arg He His Arg Ser Pro Leu Cys Glu Tyr Met He Asn Phe He His 

355 360 365 

aag etc aag cac etc cct gag aag tac atg atg aac age gtg ctg gag 1152 
Lys Leu Lys His Leu Pro Glu Lys Tyr Met Met Asn Ser Val Leu Glu 

370 375 380 

aac ttc acc ate ctg cag gtg gtc acc aac aga gac aca cag gag acc 1200 
Asn Phe Thr He Leu Gin Val Val Thr Asn Arg Asp Thr Gin Glu Thr 

385 390 395 400 

ttg ctg tgc att gee tat gtc ttt gag gtg tea gee agt gag cac ggg 1248 



14 1 



2003-3043330 



11-372826 

Leu Leu Cys He Ala Tyr Val Phe Glu Val Ser Ala Ser Glu His Gly 

405 410 415 

get cag cac cac ate tac agg ctg gtg aaa gaa 1281 
Ala Gin His His He Tyr Arg Leu Val Lys Glu 

420 425 



[0 16 2] 
<210> 29 
<211> 435 
<212> PRT 

<213> Homo sapiens 
<400> 29 

He Ala Ser Asn Ser Trp Asn Ala Ser Ser Ser Pro Gly Glu Ala Arg 
15 10 15 

Glu Asp Gly Pro Glu Gly Leu Asp Lys Gly Leu Asp Asn Asp Ala Glu 

20 25 30 

Gly Val Trp Ser Pro Asp He Glu Gin Ser Phe Gin Glu Ala Leu Ala 

35 40 45 

He Tyr Pro Pro Cys Gly Arg Arg Lys He He Leu Ser Asp Glu Gly 

50 55 60 



Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr lie Lys Leu Arg 

14 2 ffi!iE#2 0 0 3 - 3 0 4 3 3 3 0 



i 1—372826 
70 75 80 

Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His He Gin Val 

85 90 95 

Leu Ala Arg Lys Lys Val Arg Glu Tyr Gin Val Gly He Lys Ala Met 

100 105 110 

Asn Leu Asp Gin Val Ser Lys Asp Lys Ala Leu Gin Ser Met Ala Ser 
115 120 125 

Met Ser Ser Ala Gin He Val Ser Ala Ser Val Leu Gin Asn Lys Phe 

130 135 140 

Ser Pro Pro Ser Pro Leu Pro Gin Ala Val Phe Ser Thr Ser Ser Arg 

145 150 155 160 

Phe Trp Ser Ser Pro Pro Leu Leu Gly Gin Gin Pro Gly Pro Ser Gin 

165 170 175 

Asp He Lys Pro Phe Ala Gin Pro Ala Tyr Pro He Gin Pro Pro Leu 

180 185 190 

Pro Pro Thr Leu Ser Ser Tyr Glu Pro Leu Ala Pro Leu Pro Ser Ala 

195 200 205 

Ala Ala Ser Val Pro Val Trp Gin Asp Arg Thr He Ala Ser Ser Arg 

210 215 220 




14 3 
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4f 1 1 — 372826 

Leu Arg Leu Leu Glu Tyr Ser Ala Phe Met Glu Val Gin Arg Asp Pro 

225 230 235 240 

Asp Thr Tyr Ser Lys His Leu Phe Val His He Gly Gin Thr Asn Pro 

245 250 255 

Ala Phe Ser Asp Pro Pro Leu Glu Ala Val Asp Val Arg Gin lie Tyr 
260 265 270 

Asp Lys Phe Pro Glu Lys Lys Gly Gly Leu Lys Glu Leu Tyr Glu Lys 
275 280 285 

Gly Pro Pro Asn Ala Phe Phe Leu Val Lys Phe Trp Ala Asp Leu Asn 

290 295 300 

Ser Thr He Gin Glu Gly Pro Gly Ala Phe Tyr Gly Val Ser Ser Gin 

305 310 315 320 

Tyr Ser Ser Ala Asp Ser Met Thr He Ser Val Ser Thr Lys Val Cys 

325 330 335 

Ser Phe Gly Lys Gin Val Val Glu Lys Val Glu Thr Glu Tyr Ala Arg 

340 345 350 

Leu Glu Asn Gly Arg Phe Val Tyr Arg He His Arg Ser Pro Met Cys 

355 360 365 

Glu Tyr Met He Asn Phe lie His Lys Leu Lys His Leu Pro Glu Lys 

370 375 380 



14 4 
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#5p i 1 — 372826 



Tyr Met Met Asn Ser Val Leu Glu Asn Phe Thr He Leu Gin Val Val 

385 390 395 400 

Thr Ser Arg Asp Ser Gin Glu Thr Leu Leu Val lie Ala Phe Val Phe 

405 410 415 

Glu Val Ser Thr Ser Glu His Gly Ala Gin His His Val Tyr Lys Leu 

420 425 430 

Val Lys Asp 



[0 16 3] 
<210> 30 
<211> 1305 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(1305) 

<400> 30 

ata gcg tec aac age tgg aac gee age age age ccc ggg gag gee egg 48 
He Ala Ser Asn Ser Trp Asn Ala Ser Ser Ser Pro Gly Glu Ala Arg 

15 10 15 



14 5 
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i 1-372826 

gag gat ggg ccc gag ggc ctg gac aag ggg ctg gac aac gat gcg gag 96 
Glu Asp Gly Pro Glu Gly Leu Asp Lys Gly Leu Asp Asn Asp Ala Glu 

20 25 30 

ggc gtg tgg age ccg gac ate gag cag age ttc cag gag gee ctg gee 144 
Gly Val Trp Ser Pro Asp He Glu Gin Ser Phe Gin Glu Ala Leu Ala 

35 40 45 

ate tac ccg ccc tgc ggc egg egg aag ate ate ctg tea gac gag ggc 192 
He Tyr Pro Pro Cys Gly Arg Arg Lys He He Leu Ser Asp Glu Gly 

50 55 60 

aag atg tac ggc cga aat gag ttg att gca cgc tat att aaa ctg agg 240 
Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr He Lys Leu Arg 

65 70 75 80 

acg ggg aag act egg acg aga aaa cag gtg tec age cac ata cag gtt 288 
Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His lie Gin Val 

85 90 95 

eta get egg aag aag gtg egg gag tac cag gtt ggc ate aag gec atg 336 
Leu Ala Arg Lys Lys Val Arg Glu Tyr Gin Val Gly He Lys Ala Met 
100 105 110 

aac ctg gac cag gtc tec aag gac aaa gee ctt cag age atg gcg tec 384 
Asn Leu Asp Gin Val Ser Lys Asp Lys Ala Leu Gin Ser Met Ala Ser 

115 120 125 

atg tec tct gee cag ate gtc tct gee agt gtc ctg cag aac aag ttc 432 



14 6 
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1 1 — 372826 

Met Ser Ser Ala Gin lie Val Ser Ala Ser Val Leu Gin Asn Lys Phe 

130 135 140 

age cca cct tec cct ctg ccc cag gec gtc ttc tec act tec teg egg 480 
Ser Pro Pro Ser Pro Leu Pro Gin Ala Val Phe Ser Thr Ser Ser Arg 

145 150 155 160 

ttc tgg age age ccc cct etc ctg gga cag cag cct gga ccc tct cag 528 
Phe Trp Ser Ser Pro Pro Leu Leu Gly Gin Gin Pro Gly Pro Ser Gin 

165 170 175 

gac ate aag ccc ttt gca cag cca gec tac ccc ate cag ccg ccc ctg 576 
Asp He Lys Pro Phe Ala Gin Pro Ala Tyr Pro lie Gin Pro Pro Leu 

180 185 190 

ccg ccg acg etc age agt tat gag ccc ctg gee ccg etc ccc tea get 624 
Pro Pro Thr Leu Ser Ser Tyr Glu Pro Leu Ala Pro Leu Pro Ser Ala 

195 200 205 

get gec tct gtg cct gtg tgg cag gac cgt acc att gec tec tec egg 672 
Ala Ala Ser Val Pro Val Trp Gin Asp Arg Thr He Ala Ser Ser Arg 

210 215 220 

ctg egg etc ctg gag tat tea gec ttc atg gag gtg cag cga gac cct 720 
Leu Arg Leu Leu Glu Tyr Ser Ala Phe Met Glu Val Gin Arg Asp Pro 

225 230 235 240 

gac acg tac age aaa cac ctg ttt gtg cac ate ggc cag acg aac ccc 768 
Asp Thr Tyr Ser Lys His Leu Phe Val His lie Gly Gin Thr Asn Pro 

14 7 ffiSE^ 2003-3043330 



245 



#5j2. i 1 —3 7 2 8 
250 



2 6 

255 



gcc ttc tea gac cca ccc ctg gag gca gta gat gtg cgc cag ate tat 816 
Ala Phe Ser Asp Pro Pro Leu Glu Ala Val Asp Val Arg Gin He Tyr 

260 265 270 



gac aaa ttc ccc gag aaa aag gga gga ttg aag gag etc tat gag aag 864 

Asp Lys Phe Pro Glu Lys Lys Gly Gly Leu Lys Glu Leu Tyr Glu Lys 

275 280 285 

ggg ccc cct aat gcc ttc ttc ctt gtc aag ttc tgg gcc gac etc aac 912 

Gly Pro Pro Asn Ala Phe Phe Leu Val Lys Phe Trp Ala Asp Leu Asn 

290 295 300 



age acc ate cag gag ggc ccg gga gcc ttc tat ggg gtc age tct cag 960 
Ser Thr He Gin Glu Gly Pro Gly Ala Phe Tyr Gly Val Ser Ser Gin 

305 310 315 320 



tac age tct get gat age atg acc ate age gtc tec acc aag gtg tgc 
Tyr Ser Ser Ala Asp Ser Met Thr lie Ser Val Ser Thr Lys Val Cys 

325 330 335 



1008 



tec ttt ggc aaa cag gtg gta gag aag gtg gag act gag tat gcc agg 
Ser Phe Gly Lys Gin Val Val Glu Lys Val Glu Thr Glu- Tyr Ala Arg 
340 345 350 



1056 



ctg gag aac ggg cgc ttt gtg tac cgt ate cac cgc teg ccc atg tgc 1104 
Leu Glu Asn Gly Arg Phe Val Tyr Arg He His Arg Ser Pro Met Cys 

355 360 365 



14 8 
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#5p i 1 — 372826 



gag tac atg ate aac ttc ate cac aag ctg aag cac ctg ccc gag aag 1152 
Glu Tyr Met He Asn Phe He His Lys Leu Lys His Leu Pro Glu Lys 

370 375 380 

tac atg atg aac age gtg ctg gag aac ttc acc ate ctg cag gtg gtc 1200 
Tyr Met Met Asn Ser Val Leu Glu Asn Phe Thr He Leu Gin Val Val 

385 390 395 400 

acg age egg gac tec cag gag acc ttg ctt gtc att get ttt gtc ttc 1248 
Thr Ser Arg Asp Ser Gin Glu Thr Leu Leu Val He Ala Phe Val Phe 

405 410 415 

gaa gtc tec acc agt gag cac ggg gee cag cac cat gtc tac aag etc 1296 
Glu Val Ser Thr Ser Glu His Gly Ala Gin His His Val Tyr Lys Leu 

420 425 430 

gtc aaa gac 1305 
Val Lys Asp 

435 



[0 16 4] 
<210> 31 
<211> 1132 
<212> PRT 

<213> Homo sapiens 
<400> 31 



14 9 



ttt$E4#2 003-3043330 



1 1 — 372826 



Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser 

15 10 15 

His Tyr Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly 

20 25 30 

Pro Gin Gly Trp Arg Leu Val Gin Arg Gly Asp Pro Ala Ala Phe Arg 

35 40 45 

Ala Leu Val Ala Gin Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro 

50 55 60 

Pro Pro Ala Ala Pro Ser Phe Arg Gin Val Ser Cys Leu Lys Glu Leu 

65 70 75 80 

Val Ala Arg Val Leu Gin Arg Leu Cys Glu Arg Gly Ala Lys Asn Val 

85 90 95 

Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro 

100 105 110 

Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr 

115 120 125 

Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val 

130 135 140 

Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val 

15 0 2003-3043330 



#3)1 l 1—372826 

145 150 155 160 

Leu Val Ala Pro Ser Cys Ala Tyr Gin Val Cys Gly Pro Pro Leu Tyr 

165 170 175 

Gin Leu Gly Ala Ala Thr Gin Ala Arg Pro Pro Pro His Ala Ser Gly 

180 185 190 

Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg 
195 200 205 

Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg 

210 215 220 

Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg 

225 230 235 240 

Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gin Gly Ser Trp 

245 250 255 

Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val 

260 265 270 

Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala 

275 280 285 

Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gin His His 

290 295 300 



15 1 



&SEf#2 003-3043330 



1 1—372826 

Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro 

305 310 315 320 

Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly 

325 330 335 

Asp Lys Glu Gin Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro 
340 345 350 

Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr He Phe Leu Gly Ser 

355 360 365 

Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gin 

370 375 380 

Arg Tyr Trp Gin Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His 

385 390 395 400 

Ala Gin Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg 
405 410 415 

Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gin 

420 425 430 

Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu 

435 440 445 

Val Gin Leu Leu Arg Gin His Ser Ser Pro Trp Gin Val Tyr Gly Phe 

450 455 460 



15 2 



2003-3043330 



4$5£ l 1-372826 



Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser 

465 470 475 480 

Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe He Ser 

485 490 495 _ 

Leu Gly Lys His Ala Lys Leu Ser Leu Gin Glu Leu Thr Trp Lys Met 

500 505 510 

Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys 

515 520 525 

Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu He Leu Ala Lys Phe 

530 535 540 

Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe 

545 550 555 560 

Phe Tyr Val Thr Glu Thr Thr Phe Gin Lys Asn Arg Leu Phe Phe Tyr 

565 570 575 

Arg Lys Ser Val Trp Ser Lys Leu Gin Ser lie Gly He Arg Gin His 

580 585 590 

Leu Lys Arg Val Gin Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gin 

595 600 605 

His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe lie 



15 3 
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610 



11-372826 
615 620 



Pro Lys Pro Asp Gly Leu Arg Pro lie Val Asn Met Asp Tyr Val Val 

625 630 635 640 

Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser 

645 650 655 

Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg 

660 665 670 

Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp lie His Arg 

675 680 685 

Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gin Asp Pro Pro Pro 

690 695 700 

Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr He 

705 710 715 720 

Pro Gin Asp Arg Leu Thr Glu Val He Ala Ser He He Lys Pro Gin 

725 730 735 

Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gin Lys Ala Ala His 

740 745 750 

Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp 

755 760 765 



15 4 



2003-3043330 



#3p 1 1—372826 

Leu Gin Pro Tyr Met Arg Gin Phe Val Ala His Leu Gin Glu Thr Ser 

770 775 780 

Pro Leu Arg Asp Ala Val Val lie Glu Gin Ser Ser Ser Leu Asn Glu 

785 790 795 800 

Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His 
805 810 815 

Ala Val Arg He Arg Gly Lys Ser Tyr Val Gin Cys Gin Gly He Pro 

820 825 830 

Gin Gly Ser He Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp 
835 840 845 

Met Glu Asn Lys Leu Phe Ala Gly lie Arg Arg Asp Gly Leu Leu Leu 

850 855 860 

Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala 

865 870 875 880 

Lys Thr Phe Leu Arg Thr Leu Val Arg Gly Val Pro Glu Tyr Gly Cys 

885 890 895 

Val Val Asn Leu Arg Lys Thr Val Val Asn Phe Pro Val Glu Asp Glu 
900 905 910 

Ala Leu Gly Gly Thr Ala Phe Val Gin Met Pro Ala His Gly Leu Phe 

915 920 925 



15 5 
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#5p i 1-372826 



Pro Trp Cys Gly Leu Leu Leu Asp Thr Arg Thr Leu Glu Val Gin Ser 

930 935 940 

Asp Tyr Ser Ser Tyr Ala Arg Thr Ser lie Arg Ala Ser Leu Thr Phe 

945 950 955 960 

Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly 

965 970 975 

Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gin Val Asn 
980 985 990 

Ser Leu Gin Thr Val Cys Thr Asn He Tyr Lys lie Leu Leu Leu Gin 
995 1000 1005 

Ala Tyr Arg Phe His Ala Cys Val Leu Gin Leu Pro Phe His Gin Gin 
1010 1015 1020 

Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val He Ser Asp Thr Ala 
1025 1030 1035 1040 

Ser Leu Cys Tyr Ser lie Leu Lys Ala Lys Asn Ala Gly Met Ser Leu 
1045 1050 1055 

Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu Ala Val Gin Trp 
1060 1065 1070 

Leu Cys His Gin Ala Phe Leu Leu Lys Leu Thr Arg His Arg Val Thr 



15 6 
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11-372826 
1080 1085 

Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr Ala Gin Thr Gin Leu Ser 

1090 1095 1100 

Arg Lys Leu Pro Gly Thr Thr Leu Thr Ala Leu Glu Ala Ala Ala Asn 

1105 1110 1115 1120 

Pro Ala Leu Pro Ser Asp Phe Lys Thr He Leu Asp 

1125 1130 




[0 16 5] 
<210> 32 
<211> 3396 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(3399) 

<400> 32 

atg ccg cgc get ccc cgc tgc cga gec gtg cgc tec ctg ctg cgc age 48 
Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser 

15 10 15 



cac tac cgc gag gtg ctg ccg ctg gec acg ttc gtg egg cgc ctg ggg 96 

157 ffi§E#2 0 0 3 - 3 0 4 3 3 3 0 



#^2. i 1—372826 

Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly 

20 25 30 

ccc cag ggc tgg egg ctg gtg cag cgc ggg gac ccg gcg get ttc cgc 144 
Pro Gin Gly Trp Arg Leu Val Gin Arg Gly Asp Pro Ala Ala Phe Arg 

35 40 45 

gcg ctg gtg gee cag tgc ctg gtg tgc gtg ccc tgg gac gca egg ccg 192 
Ala Leu Val Ala Gin Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro 

50 55 60 

ccc ccc gee gec ccc tec ttc cgc cag gtg tec tgc ctg aag gag ctg 240 
Pro Pro Ala Ala Pro Ser Phe Arg Gin Val Ser Cys Leu Lys Glu Leu 

65 70 75 80 

gtg gee cga gtg ctg cag agg ctg tgc gag cgc ggc gcg aag aac gtg 288 
Val Ala Arg Val Leu Gin Arg Leu Cys Glu Arg Gly Ala Lys Asn Val 

85 90 95 

ctg gee ttc ggc ttc gcg ctg ctg gac ggg gec cgc ggg ggc ccc ccc 336 
Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro 

100 105 110 

gag gec ttc ace acc age gtg cgc age tac ctg ccc aac acg gtg acc 384 
Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr 

115 120 125 

gac gca ctg egg ggg age ggg gcg tgg ggg ctg ctg ctg cgc cgc gtg 432 
Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val 



His Tyr 
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4#¥ 1 1-372826 
135 140 



ggc gac gac gtg ctg gtt cac ctg ctg gca cgc tgc gcg etc ttt gtg 480 
Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val 
145 150 155 160 

ctg gtg get ccc age tgc gee tac cag gtg tgc ggg ccg ccg ctg tac 528 
Leu Val Ala Pro Ser Cys Ala Tyr Gin Val Cys Gly Pro Pro Leu Tyr 

165 170 175 

cag etc ggc get gee act cag gee egg ccc ccg cca cac get agt gga 576 
Gin Leu Gly Ala Ala Thr Gin Ala Arg Pro Pro Pro His Ala Ser Gly 

180 185 190 

ccc cga agg cgt ctg gga tgc gaa egg gee tgg aac cat age gtc agg 624 
Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg 

195 200 205 

gag gee ggg gtc ccc ctg ggc ctg cca gee ccg ggt gcg agg agg cgc 672 
Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg 

210 215 220 

ggg ggc agt gee age cga agt ctg ccg ttg ccc aag agg ccc agg cgt 720 
Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg 

225 230 235 240 

ggc get gee cct gag ccg gag egg acg ccc gtt ggg cag ggg tec tgg 768 
Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gin Gly Ser Trp 

245 250 255 

15 9 2003-3043330 
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gcc cac ccg ggc agg acg cgt gga ccg agt gac cgt ggt ttc tgt gtg 816 
Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val 

260 265 270 

gtg tea cct gcc aga ccc gcc gaa gaa gcc acc tct ttg gag ggt gcg 864 
Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala 

275 280 285 

etc tct ggc acg cgc cac tec cac cca tec gtg ggc cgc cag cac cac 912 
Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gin His His 
290 295 300 

gcg ggc ccc cca tec aca teg egg cca cca cgt ccc tgg gac acg cct 960 
Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro 

305 310 315 320 

tgt ccc ccg gtg tac gcc gag acc aag cac ttc etc tac tec tea ggc 1008 
Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly 

325 330 335 

gac aag gag cag ctg egg ccc tec ttc eta etc age tct ctg agg ccc 1056 
Asp Lys Glu Gin Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro 

340 345 350 

age ctg act ggc get egg agg etc gtg gag acc ate ttt ctg ggt tec 1104 
Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr He Phe Leu Gly Ser 

355 360 365 

160 mil#2 0 0 3 - 3 0 4 3 3 3 0 



11-372826 

agg ccc tgg atg cca ggg act ccc cgc agg ttg ccc cgc ctg ccc cag 1152 
Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gin 

370 375 380 

cgc tac tgg caa atg egg ccc ctg ttt ctg gag ctg ctt ggg aac cac 1200 
Arg Tyr Trp Gin Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His 

385 390 395 400 

gcg cag tgc ccc tac ggg gtg etc etc aag acg cac tgc ccg ctg cga 1248 
Ala Gin Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg 

405 410 415 

get gcg gtc acc cca gca gec ggt gtc tgt gec egg gag aag ccc cag 1296 
Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gin 

420 425 430 

ggc tct gtg gcg gec ccc gag gag gag gac aca gac ccc cgt cgc ctg 1344 
Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu 

435 440 445 

gtg cag ctg etc cgc cag cac age age ccc tgg cag gtg tac ggc ttc 1392 
Val Gin Leu Leu Arg Gin His Ser Ser Pro Trp Gin Val Tyr Gly Phe 

450 455 460 

gtg egg gec tgc ctg cgc egg ctg gtg ccc cca ggc etc tgg ggc tec 1440 
Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser 

465 470 475 480 

agg cac aac gaa cgc cgc ttc etc agg aac acc aag aag ttc ate tec 1488 

161 ffit#20 0 3-3 0433 30 
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Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe He Ser 

485 490 495 

ctg ggg aag cat gcc aag etc teg ctg cag gag ctg acg tgg aag atg 1536 
Leu Gly Lys His Ala Lys Leu Ser Leu Gin Glu Leu Thr Trp Lys Met 

500 505 510 

age gtg egg gac tgc get tgg ctg cgc agg age cca ggg gtt ggc tgt 1584 
Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys 

515 520 525 

gtt ccg gcc gca gag cac cgt ctg cgt gag gag ate ctg gcc aag ttc 1632 
Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu He Leu Ala Lys Phe 

530 535 540 

ctg cac tgg ctg atg agt gtg tac gtc gtc gag ctg etc agg tct ttc 1680 
Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe 

545 550 555 560 

ttt tat gtc acg gag ace acg ttt caa aag aac agg etc ttt ttc tac 1728 
Phe Tyr Val Thr Glu Thr Thr Phe Gin Lys Asn Arg Leu Phe Phe Tyr 

565 570 575 

egg aag agt gtc tgg age aag ttg caa age att gga ate aga cag cac 1776 
Arg Lys Ser Val Trp Ser Lys Leu Gin Ser He Gly He Arg Gin His 

580 585 590 

ttg aag agg gtg cag ctg egg gag ctg teg gaa gca gag gtc agg cag 1824 
Leu Lys Arg Val Gin Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gin 
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#5p i 1—372826 
600 605 



cat egg gaa gec agg ccc gec ctg ctg acg tec aga etc cgc ttc ate 1872 
His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe lie 

610 615 620 

ccc aag cct gac ggg ctg egg ccg att gtg aac atg gac tac gtc gtg 1920 
Pro Lys Pro Asp Gly Leu Arg Pro He Val Asn Met Asp Tyr Val Val 

625 630 635 640 

gga gec aga acg ttc cgc aga gaa aag agg gee gag cgt etc acc teg 1968 
Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser 

645 650 655 

agg gtg aag gca ctg ttc age gtg etc aac tac gag egg gcg egg cgc 2016 
Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg 

660 665 670 

ccc ggc etc ctg ggc gec tct gtg ctg ggc ctg gac gat ate cac agg 2064 
Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp lie His Arg 

675 680 685 

gec tgg cgc acc ttc gtg ctg cgt gtg egg gee cag gac ccg ccg cct 2112 
Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gin Asp Pro Pro Pro 

690 695 700 

gag ctg tac ttt gtc aag gtg gat gtg acg ggc gcg tac gac acc ate 2160 
Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr He 

705 710 715 720 

163 ffill*#2 0 0 3 - 3 0 4 3 3 3 0 
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ccc cag gac agg etc acg gag gtc ate gee age ate ate aaa ccc cag 2208 

Pro Gin Asp Arg Leu Thr Glu Val lie Ala Ser He lie Lys Pro Gin 

725 730 735 

aac acg tac tgc gtg cgt egg tat gec gtg gtc cag aag gee gee cat 2256 

Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gin Lys Ala Ala His 

740 745 750 

ggg cac gtc cgc aag gec ttc aag age cac gtc tct ace ttg aca gac 2304 

Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp 

755 760 765 

etc cag ccg tac atg cga cag ttc gtg get cac ctg cag gag ace age 2352 

Leu Gin Pro Tyr Met Arg Gin Phe Val Ala His Leu Gin Glu Thr Ser 
770 775 780 

ccg ctg agg gat gec gtc gtc ate gag cag age tec tec ctg aat gag 2400 

Pro Leu Arg Asp Ala Val Val He Glu Gin Ser Ser Ser Leu Asn Glu 

785 790 795 800 

gee age agt ggc etc ttc gac gtc ttc eta cgc ttc atg tgc cac cac 2448 

Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His 

805 810 815 

gec gtg cgc ate agg ggc aag tec tac gtc cag tgc cag ggg ate ccg 2496 

Ala Val Arg He Arg Gly Lys Ser Tyr Val Gin Cys Gin Gly He Pro 

820 825 830 
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cag ggc tec ate etc tec acg ctg etc tgc age ctg tgc tac ggc gac 2544 
Gin Gly Ser lie Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp 

835 840 845 

atg gag aac aag ctg ttt gcg ggg att egg egg gac ggg ctg etc ctg 2592 
Met Glu Asn Lys Leu Phe Ala Gly He Arg Arg Asp Gly Leu Leu Leu 

850 855 860 

cgt ttg gtg gat gat ttc ttg ttg gtg aca cct cac etc acc cac gcg 2640 
Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala 

865 870 875 880 

aaa acc ttc etc agg acc ctg gtc cga ggt gtc cct gag tat ggc tgc 2688 
Lys Thr Phe Leu Arg Thr Leu Val Arg Gly Val Pro Glu Tyr Gly Cys 

885 890 895 

gtg gtg aac ttg egg aag aca gtg gtg aac ttc cct gta gaa gac gag 2736 
Val Val Asn Leu Arg Lys Thr Val Val Asn Phe Pro Val Glu Asp Glu 

900 905 910 

gee ctg ggt ggc acg get ttt gtt cag atg ccg gee cac ggc eta ttc 2784 
Ala Leu Gly Gly Thr Ala Phe Val Gin Met Pro Ala His Gly Leu Phe 

915 920 925 

ccc tgg tgc ggc ctg ctg ctg gat acc egg acc ctg gag gtg cag age 2832 
Pro Trp Cys Gly Leu Leu Leu Asp Thr Arg Thr Leu Glu Val Gin Ser 

930 935 940 

gac tac tec age tat gee egg acc tec ate aga gec agt etc acc ttc 2880 
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Arg Thr Ser lie Arg Ala Ser Leu Thr Phe 

955 960 

aac cgc ggc ttc aag get ggg agg aac atg cgt cgc aaa etc ttt ggg 2928 
Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly 

965 970 975 

gtc ttg egg ctg aag tgt cac age ctg ttt ctg gat ttg cag gtg aac 2976 
Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gin Val Asn 
980 985 990 

age etc cag acg gtg tgc ace aac ate tac aag ate etc ctg ctg cag 3024 
Ser Leu Gin Thr Val Cys Thr Asn He Tyr Lys lie Leu Leu Leu Gin 

995 1000 1005 

gcg tac agg ttt cac gca tgt gtg ctg cag etc cca ttt cat cag caa 3072 
Ala Tyr Arg Phe His Ala Cys Val Leu Gin Leu Pro Phe His Gin Gin 
1010 1015 1020 

gtt tgg aag aac ccc aca ttt ttc ctg cgc gtc ate tct gac acg gec 3120 

Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val He Ser Asp Thr Ala 

1025 1030 1035 1040 

tec etc tgc tac tec ate ctg aaa gee aag aac gca ggg atg teg ctg 3168 
Ser Leu Cys Tyr Ser He Leu Lys Ala Lys Asn Ala Gly Met Ser Leu 
1045 1050 1055 

ggg gec aag ggc gee gee ggc cct ctg ccc tec gag gec gtg cag tgg 3216 
Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu Ala Val Gin Trp 



Asp Tyr Ser Ser Tyr Ala 

945 950 
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1065 1070 



ctg tgc cac caa gca ttc ctg etc aag ctg act cga cac cgt gtc acc 3264 
Leu Cys His Gin Ala Phe Leu Leu Lys Leu Thr Arg His Arg Val Thr 
1075 1080 1085 

tac gtg cca etc ctg ggg tea etc agg aca gec cag acg cag ctg agt 3312 
Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr Ala Gin Thr Gin Leu Ser 
1090 1095 1100 

egg aag etc ccg ggg acg acg ctg act gec ctg gag gec gca gec aac 3360 

Arg Lys Leu Pro Gly Thr Thr Leu Thr Ala Leu Glu Ala Ala Ala Asn 

1105 1110 1115 1120 

ccg gca ctg ccc tea gac ttc aag acc ate ctg gac 3396 
Pro Ala Leu Pro Ser Asp Phe Lys Thr He Leu Asp 
1125 1130 



[0 16 6] 
<210> 33 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 
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<400> 33 

ttggcttcca ggccataatt g 



i 1-372826 



21 



<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 34 

aagagggcag atctatcgga 20 



<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 35 

atggatctcc tgaaggtgct 20 
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<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: artificial 1 
synthesized primer sequence 

<400> 36 

aagagggcag atctatcgga 

<210> 37 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificial 1 
synthesized primer sequence 

<400> 37 

ggaagagtga gcggccatca agg 



<210> 38 
<211> 22 



1 1-372826 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 38 

ctgctggaga ggttattcct eg 22 



[0 16 7] 
<210> 39 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 39 

gccaacacca acctgtccaa gttc 24 



<210> 40 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 40 

tgcaaaggct ccaggtctga gggc 24 



<210> 41 
<211> 19 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 41 

ctctctctcc tcaggacaa 

<210> 42 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
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synthesized primer sequence 



<400> 42 

tggagcaaaa cagaatggct gg 22 

<210> 43 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 43 

ctgagatgtc tctctctctc ttag 24 

[0 16 8] 
<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 
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<400> 44 

acaatgactg atgagagatg 

<210> 45 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificial 1 
synthesized primer sequence 

<400> 45 

cagacctgaa ggagacct 

<210> 46 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificial 1 
synthesized primer sequence 

<400> 46 

gtcagcgtaa acagttgc 



#5p i 1—372826 



<210> 47 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificiall 
synthesized primer sequence 

<400> 47 

gccaagaagc ggatagaagg 

<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificiall 
synthesized primer sequence 

<400> 48 

ctgtggttca gggctcagtc 



<210> 49 
<211> 20 



i 1 — 372826 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificiall 
synthesized primer sequence 

<400> 49 

cagtggagct ggacaaagcc 

[0169] 
<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificiall 
synthesized primer sequence 

<400> 50 

tagcgacggt tctggaacca 

<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



#5(2 i 1 — 372826 



<220> 

<223> Description of Artificial Sequence: artificiall 
synthesized primer sequence 

<400> 51 

ctgtcatctc actatgggca 

<210> 52 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificiall 
synthesized primer sequence 

<400> 52 

ccaagtccga gcaggaattt 

<210> 53 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificiall 



#3p i 1—372826 
synthesized primer sequence 



<400> 53 

aagacgtcaa gccctttgtg 

<210> 54 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 54 

aaaggagcac actttggtgg 

[0 17 0] 
<210> 55 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 
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<400> 55 

agcaagaata cgatgccatc 



11—372826 



20 



<210> 56 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223>Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 56 

gaaggggtgg tggtacggtc 



<210> 57 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 57 

tgggaatggc tatgtcagtg 



17 8 



ffl!£^2 003-3043330 



i 1—372826 



<210> 58 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized primer sequence 

<400> 58 

ctggtaatct gtgttgtagg 20 
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